UniprotKB Entry name |organism [full name [oglcnacscore o.glcnac p'h osphorylation PMIDS |sequence intracellular extracellular cytosol [nucleus mitochndrion em?oplasmlc golgi [plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
Q9H496 IFG15 HUMAN Homo Torsin-1A- |21.731224 NaN NaN 23301498 MFSDNSHCPDCGQQWFPSLELGH ([None None None |[None None None None None None
sapiens |interacting WLYQTELVENECYQVFLDRINRADY
protein 2, CPECYPDNPANRSLVLPWSFPLEWA
isoform PQNLTRWTFEKACHPFLLGPPLVRK
IFRG15 RIHDSRVAGFNPALQLILTRTDKTLN

KKLGQNK




