UniprotKB Entry name |organism full name loglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular [extracellular cytosol [nucleus mitochndrion | .. ic|golgi plasma
ID sites sites reticulum )apparatus membrane
Q9H4A4 AMPB_HUMAN [Homo lAminopeptidase [18.630662 S60;5247(S7 34725712;38665916;34019948;233 [MASGEHSPGSGAARRPLHSAQAVD |False False 1.879 (3.593 |False False 1.562 4.0

sapiens

B

01498;32870666;32119511;351381
01;40596516;29351928

'VASASNFRAFELLHLHLDLRAEFGP
PGPGAGSRGLSGTAVLDLRCLEPEG
AAELRLDSHPCLEVTAAALRRERPG
SEEPPAEPVSFYTQPFSHYGQALCVS
FPQPCRAAERLQVLLTYRVGEGPGV
CWLAPEQTAGKKKPFVYTQGQAVLN
RAFFPCFDTPAVKYKYSALIEVPDGF
TAVMSASTWEKRGPNKFFFQMCQP
IPSYLIALAIGDLVSAEVGPRSRVWAE
PCLIDAAKEEYNGVIEEFLATGEKLF
GPYVWGRYDLLFMPPSFPFGGMEN
PCLTFVTPCLLAGDRSLADVIIHEISH
SWEFGNLVTNANWGEFWLNEGFTM
'YAQRRISTILFGAAYTCLEAATGRALL
RQHMDITGEENPLNKLRVKIEPGVD
PDDTYNETPYEKGFCFVSYLAHLVG
DQDQFDSFLKAYVHEFKFRSILADD
FLDFYLEYFPELKKKRVDIIPGFEFD
RWLNTPGWPPYLPDLSPGDSLMKP
AEELAQLWAAEELDMKAIEAVAISP
'WKTYQLVYFLDKILQKSPLPPGNVK
KLGDTYPSISNARNAELRLRWGQIVL
KNDHQEDFWKVKEFLHNQGKQKYT
LPLYHAMMGGSEVAQTLAKETFAST
ASQLHSNVVNYVQQIVAPKGS




