UniprotKB Entry name organism full oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi I eXtI:ac‘
ID name sites sites reticulum |apparatus| membrane region
Q9H4H8 |FA83D_HUMAN [Homo Protein [23.818113 NaN S298;5462;T513;S568(37217939;39894887;33214551 MALLSEGLDEVPAACLSPCGPPNPT |False False 4.0 0.281  [2.438 False False False 4.0

sapiens

FAM83D

ELFSESRRLALEELVAGGPEAFAAFL
RRERLARFLNPDEVHAILRAAERPG
EEGAAAAAAAEDSFGSSHDCSSGTY
FPEQSDLEPPLLELGWPAFYQGAYR
GATRVETHFQPRGAGEGGPYGCKDA
LRQQLRSAREVIAVVMDVFTDIDIFR
DLQEICRKQGVAVYILLDQALLSQFL
DMCMDLKVHPEQEKLMTVRTITGNI
YYARSGTKIIGKVHEKFTLIDGIRVAT
GSYSFTWTDGKLNSSNLVILSGQVV
EHFDLEFRILYAQSKPISPKLLSHFQ
SSNKFDHLTNRKPQSKELTLGNLLR
MRLARLSSTPRKADLDPEMPAEGKA
ERKPHDCESSTVSEEDYFSSHRDEL
QSRKAIDAATQTEPGEEMPGLSVSE
VGTQTSITTACAGTQTAVITRIASSQT
TIWSRSTTTQTDMDENILFPRGTQST
EGSPVSKMSVSRSSSLKSSSSVSSQ
GSVASSTGSPASIRTTDFHNPGYPKY
LGTPHLELYLSDSLRNLNKERQFHF
IAGIRSRLNHMLAMLSRRTLFTENHL
GLHSGNFSRVNLLAVRDVALYPSYQ




