
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnac	sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion

0

Q9H4I2 ZHX3_HUMAN Homo
sapiens

Zinc	fingers
and
homeoboxes
protein	3

27.017831 S219;S231;S240;S243;S245;S246;S
398;T586;T590;T591;T593;T596;S5
99;T735

S599;S604;S680;S708;S723;S927;S
946

38665916;33214551;39302247;286
57654;39531497;32574038;352540
53;31492838;40307207;30620550;3
4019948;29237092;35132862;3484
6842;40596516;37340703;3528903
6;30059200;36240223

MASKRKSTTPCMIPVKTVVLQDASM
EAQPAETLPEGPQQDLPPEASAASSE
AAQNPSSTDGSTLANGHRSTLDGYL
YSCKYCDFRSHDMTQFVGHMNSEH
TDFNKDPTFVCSGCSFLAKTPEGLSL
HNATCHSGEASFVWNVAKPDNHVV
VEQSIPESTSTPDLAGEPSAEGADGQ
AEIIITKTPIMKIMKGKAEAKKIHTLK
ENVPSQPVGEALPKLSTGEMEVREG
DHSFINGAVPVSQASASSAKNPHAA
NGPLIGTVPVLPAGIAQFLSLQQQPP
VHAQHHVHQPLPTAKALPKVMIPLS
SIPTYNAAMDSNSFLKNSFHKFPYP
TKAELCYLTVVTKYPEEQLKIWFTAQ
RLKQGISWSPEEIEDARKKMFNTVI
QSVPQPTITVLNTPLVASAGNVQHLI
QAALPGHVVGQPEGTGGGLLVTQPL
MANGLQATSSPLPLTVTSVPKQPGV
APINTVCSNTTSAVKVVNAAQSLLTA
CPSITSQAFLDASIYKNKKSHEQLSA
LKGSFCRNQFPGQSEVEHLTKVTGL
STREVRKWFSDRRYHCRNLKGSRA
MIPGDHSSIIIDSVPEVSFSPSSKVPE
VTCIPTTATLATHPSAKRQSWHQTP
DFTPTKYKERAPEQLRALESSFAQN
PLPLDEELDRLRSETKMTRREIDSW
FSERRKKVNAEETKKAEENASQEEE
EAAEDEGGEEDLASELRVSGENGSL
EMPSSHILAERKVSPIKINLKNLRVT
EANGRNEIPGLGACDPEDDESNKLA
EQLPGKVSCKKTAQQRHLLRQLFVQ
TQWPSNQDYDSIMAQTGLPRPEVVR
WFGDSRYALKNGQLKWYEDYKRGN
FPPGLLVIAPGNRELLQDYYMTHKM
LYEEDLQNLCDKTQMSSQQVKQWF
AEKMGEETRAVADTGSEDQGPGTG
ELTAVHKGMGDTYSEVSENSESWE
PRVPEASSEPFDTSSPQAGRQLETD

True False 0.922 5.0 1.297


