}Jl;l iprotKB Entry name organism full oglcnacscore o.glcnac phosphorylation sites PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma extr_acellula
name sites reticulum |apparatus membrane region
Q9H4L5 OSBL3_HUMAN [Homo Oxysterol- 34.455997 NaN S16;534;S200;5251;5265;S304;S30 (40914422 MMSDEKNLGVSQKLVSPSRSTSSCS [True False 4.778 [4.671 |1.286 4.349 2.031 4.312 1.272
sapiens  |binding 9;S320;S323;S371;S372;S410;S425; SKQGSRQDSWEVVEGLRGEMNYTQ
protein- S437;S440 EPPVQKGFLLKKRKWPLKGWHKRF
related FYLDKGILKYAKSQTDIEREKLHGCI
protein 3 DVGLSVMSVKKSSKCIDLDTEEHIY

HLKVKSEEVFDEWVSKLRHHRMYR
QNEIAMFPHEVNHFFSGSTITDSSS
GVFDSISSRKRSSISKQNLFQTGSNV
SFSCGGETRVPLWLQSSEDMEKCSK
DLAHCHAYLVEMSQLLQSMDVLHR
TYSAPAINAIQGGSFESPKKEKRSHR
RWRSRAIGKDAKGTLQVPKPFSGPV
RLHSSNPNLSTLDFGEEKNYSDGSE
TSSEFSKMQEDLCHIAHKVYFTLRS
AFNIMSAEREKLKQLMEQDASSSPS
AQVIGLKNALSSALAQNTDLKERLR
RIHAESLLLDSPAVAKSGDNLAEEN
SRDENRALVHQLSNESRLSITDSLS
EFFDAQEVLLSPSSSENEISDDDSYV
SDISDNLSLDNLSNDLDNERQTLGP
VLDSGREAKSRRRTCLPAPCPSSSNI
SLWNILRNNIGKDLSKVAMPVELNE
PLNTLQRLCEELEYSELLDKAAQIPS
PLERMVYVAAFAISAYASSYYRAGSK
PFNPVLGETYECIREDKGFQFFSEQV
SHHPPISACHAESRNFVFWQDVRW
KNKFWGKSMEIVPIGTTHVTLPVFG
DHFEWNKVTSCIHNILSGQRWIEHY
GEIVIKNLHDDSCYCKVNFIKAKYWS
TNAHEIEGTVFDRSGKAVHRLFGKW
HESIYCGGGSSSACVWRANPMPKGY
EQYYSFTQFALELNEMDPSSKSLLP
PTDTRFRPDQRFLEEGNLEEAEIQK
QRIEQLQRERRRVLEENHVEHQPRF
FRKSDDDSWVSNGTYLELRKDLGFS
KLDHPVLW




