UniprotKB Entry name lorganism full name oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol [nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
QI9H5I1 SUV92 _HUMAN [Homo Histone-lysine N- [19.129548 NaN S381;S384;S388 (34019948 MAAVGAEARGAWCVPCLVSLDTLQ (None None None |None None None None None None
sapiens |methyltransferase ELCRKEKLTCKSIGITKRNLNNYEVE
SUV39H2 YLCDYKVVKDMEYYLVKWKGWPDS

TNTWEPLQNLKCPLLLQQFSNDKH
NYLSQVKKGKAITPKDNNKTLKPAIA
EYIVKKAKQRIALQRWQDELNRRKN
HKGMIFVENTVDLEGPPSDFYYINEY
KPAPGISLVNEATFGCSCTDCFFQKC
CPAEAGVLLAYNKNQQIKIPPGTPIY
ECNSRCQCGPDCPNRIVQKGTQYSL
CIFRTSNGRGWGVKTLVKIKRMSFV
MEYVGEVITSEEAERRGQFYDNKGI
TYLFDLDYESDEFTVDAARYGNVSH
FVNHSCDPNLQVFNVFIDNLDTRLP
RIALFSTRTINAGEELTFDYQMKGSG
DISSDSIDHSPAKKRVRTVCKCGAVT
CRGYLN




