UniprotKB Entry name organism [full name [oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion em?oplasmlc golgi plasma extx:acellular
ID sites sites reticulum apparatus membrane [region
QI9H5P4 PDZD7_HUMAN Homo PDZ 18.9764 S539 NaN 37217939;38253038 MAQGFAVGFDPLGLGDLSSGSLSSL [None None None |None None None None None None
sapiens domain- SSRGHLGSDSGSTATRYLLRKQQRL
containing LNGPPRGIRASSPMGRVILINSPIEA
protein 7 NSDESDIIHSVRVEKSPAGRLGFSVR

GGSEHGLGIFVSKVEEGSSAERAGL
CVGDKITEVNGLSLESTTMGSAVKV
LTSSSRLHMMVRRMGRVPGIKFSKE
KTTWVDVVNRRLVVEKCGSTPSDTS
SEDGVRRIVHLYTTSDDFCLGFNIRG
GKEFGLGIYVSKVDHGGLAEENGIK
IVGDQVLAANGVRFDDISHSQAVEVL
KGQTHIMLTIKETGRYPAYKEMVSE
YCWLDRLSNGVLQQLSPASESSSSV
SSCASSAPYSSGSLPSDRMDICLGQE
EPGSRGPGWGRADTAMQTEPDAGG
RVETWCSVRPTVILRDTAIRSDGPHP
GRRLDSALSESPKTALLLALSRPRPPI
TRSQSYLTLWEEKQQRKKEKSGSPG
EKGALQRSKTLMNLFFKGGRQGRL
IARDGRREAWTLDSGSLAKTYPRLDI
EKAGGVGPVQKFVTWRLRRDQERG
RALLSARSGSPSSQLPNVDEQVQAW
ESRRPLIQDLAQRLLTDDEVLAVTRH
CSRYVHEGGIEDLVRPLLAILDRPEK
LLLLQDIRSVVAPTDLGRFDSMVML
VELEAFEALKSRAVRPPALRPARQDT
PPKRHLITPVPDSRGGFYLLPVNGFP
EEEDNGELRERLGALKVSPSASAPR
HPHKGIPPLQDVPVDAFTPLRIACTP
PPQLPPVAPRPLRPNWLLTEPLSRE
HPPQSQIRGRAQSRSRSRSRSRSRS
SRGQGKSPGRRSPSPVPTPAPSMTN
GRYHKPRKARPPLPRPLDGEAAKVG
IAKQGPSESGTEGTAKEAAMKNPSGE
LKTVTLSKMKQSLGISISGGIESKVQ
PMVKIEKIFPGGAAFLSGALQAGFEL
VAVDGENLEQVTHQRAVDTIRRAYR
NKAREPMELVVRVPGPSPRPSPSDS
SALTDGGLPADHLPAHQPLDAAPVP
IAHWLPEPPTNPQTPPTDARLLQPTP
SPAPSPALQTPDSKPAPSPRIP




