}Jl;l iprotKB Entry name organism [full name |oglcnacscore o.glcnac phosphorylation sites PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(.ioplasmlc golgi plas:
sites reticulum |apparatus mem
Q9H6U6 |[BCAS3_HUMAN Homo BCAS3 17.760791 NaN S461;S480;5488;5838;5886;5S898 (34019948;39302247;30379171 MNEAMATDSPRRPSRCTGGVVVRP |True False 2.246 |5.0 1.172 1.058 0.747 0.871

sapiens |microtubule QAVTEQSYMESVVTFLQDVVPQAYS

associated GTPLTEEKEKIVWVRFENADLNDTS

cell RNLEFHEIHSTGNEPPLLIMIGYSDG

migration MQVWSIPISGEAQELFSVRHGPIRAA

factor RILPAPQFGAQKCDNFAEKRPLLGV

CKSIGSSGTSPPYCCVDLYSLRTGEM
IVKSIQFKTPIYDLHCNKRILVVVLQE
KIAAFDSCTFTKKFFVTSCYPCPGPN
MNPIALGSRWLAYAENKLIRCHQSR
GGACGDNIQSYTATVISAAKTLKSGL
TMVGKVVTQLTGTLPSGVTEDDVAIL
HSNSRRSPLVPGIITVIDTETVGEGQ
IVLVSEDSDSDGIVAHFPAHEKPVCC
MAFNTSGMLLVTTDTLGHDFHVFQI
LTHPWSSSQCAVHHLYTLHRGETEA
KVQDICFSHDCRWVVVSTLRGTSHV
FPINPYGGQPCVRTHMSPRVVNRMS
RFQKSAGLEEIEQELTSKQGGRCSP
IVPGLSSSPSGSPLHGKLNSQDSYNN
FTNNNPGNPRLSPLPSLMVVMPLA
QIKQPMTLGTITKRTGPYLFGAGCFS
IKAPCKVKPPPQISPSKSMGGEFCVA
AIFGTSRSWFANNAGLKREKDQSKQ
VVVESLYIISCYGTLVEHMMEPRPLS
TAPKISDDTPLEMMTSPRASWTLVR
TPQWNELQPPFNANHPLLLAADAV
QYYQFLLAGLVPPGSPGPITRHGSYD
SLASDHSGQEDEEWLSQVEIVTHTG
PHRRLWMGPQFQFKTIHPSGQTTVI
SSSSSVLQSHGPSDTPQPLLDFDTD
DLDLNSLRIQPVRSDPVSMPGSSRP
'VSDRRGVSTVIDAASGTFDRSVTLLE
VCGSWPEGFGLRHMSSMEHTEEGL
RERLADAMAESPSRDVVGSGTELQR
EGSIETLSNSSGSTSGSIPRNFDGYR
SPLPTNESQPLSLFPTGFP




