}Jl;l iprotKB Entry name |organism [full name |oglcnacscore oglcnac phosphorylation |,y g sequence intracellular [extracellular [cytosol [nucleus [mitochndrion endoplasmic golgi plasma extracel
sites  [sites reticulum |apparatus [membrane |region
Q9H832 'UBE2Z HUMAN [Homo Ubiquitin- [27.526037 NaN S337 40914422;34019948;28510447 |MAESPTEEAATAGAGAAGPGASSVA [True False 4.543 |5.0 1.15 0.896 False 1.028 1.728
sapiens |conjugating GVVGVSGSGGGFGPPFLPDVWAAAA
enzyme E2 AAGGAGGPGSGLAPLPGLPPSAAAH
Z GAALLSHWDPTLSSDWDGERTAPQ

CLLRIKRDIMSIYKEPPPGMFVVPDT
VDMTKIHALITGPFDTPYEGGFFLFV
FRCPPDYPIHPPRVKLMTTGNNTVR
FNPNFYRNGKVCLSILGTWTGPAWS
PAQSISSVLISIQSLMTENPYHNEPG
FEQERHPGDSKNYNECIRHETIRVA
VCDMMEGKCPCPEPLRGVMEKSFL
EYYDFYEVACKDRLHLQGQTMQDP
FGEKRGHFDYQSLLMRLGLIRQKVL
ERLHNENAEMDSDSSSSGTETDLH
GSLRV




