}Jl;l iprotKB Entry name organism [full name oglcnacscore joglcnac sites p.h osphorylation PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion enqoplasmlc golgi plasr
sites reticulum |apparatus mem
Q9H845 IACAD9_HUMAN |Homo Complex I 23.86207 S268;5302;S309 [T478 40596516;36240223;38665916;347 [MSGCGLFLRTTAAARACRGLVVSTA [True False 2.599 [5.0 5.0 1.158 False 1.234
sapiens [|assembly 25712;40914422;33465208 NRRLLRTSPPVRAFAKELFLGKIKKK
factor EVFPFPEVSQDELNEINQFLGPVEKF
IACAD9, FTEEVDSRKIDQEGKIPDETLEKLKS

mitochondrial

LGLFGLQVPEEYGGLGFSNTMYSRL
GEIISMDGSITVTLAAHQAIGLKGIIL
AGTEEQKAKYLPKLASGEHIAAFCLT
EPASGSDAASIRSRATLSEDKKHYIL
NGSKVWITNGGLANIFTVFAKTEVV
DSDGSVKDKITAFIVERDFGGVING
KPEDKLGIRGSNTCEVHFENTKIPVE
NILGEVGDGFKVAMNILNSGRFSMG
SVVAGLLKRLIEMTAEYACTRKQFN
KRLSEFGLIQEKFALMAQKAYVMES
MTYLTAGMLDQPGFPDCSIEAAMVK
VFSSEAAWQCVSEALQILGGLGYTR
DYPYERILRDTRILLIFEGTNEILRMY
IALTGLQHAGRILTTRIHELKQAKVS
TVMDTVGRRLRDSLGRTVDLGLTGN
HGVVHPSLADSANKFEENTYCFGRT
VETLLLRFGKTIMEEQLVLKRVANIL
INLYGMTAVLSRASRSIRIGLRNHDH
EVLLANTFCVEAYLQNLFSLSQLDK
YAPENLDEQIKKVSQQILEKRAYICA
HPLDRTC




