UniprotKB Entry name organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus jmitochndrion en(!oplasmlc golgi r extl:acellular
ID sites sites reticulum apparatus membrane [region
Q9H867 MT21D_HUMAN Homo Protein N-lysine [22.903221 T95 S8 38253038 MADTLESSLEDPLRSFVRVLEKRDG [None None None |None None None None None None
sapiens methyltransferase 'TVLRLQQYSSGGVGCVVWDAAIVLS
METTL21D KYLETPEFSGDGAHALSRRSVLELG

SGTGAVGLMAATLGADVVVTDLEEL
QDLLKMNINMNKHLVTGSVQAKVL
KWGEEIEGFPSPPDFILMADCIYYEE
SLEPLLKTLKDISGFETCIICCYEQRT
MGKNPEIEKKYFELLQLDFDFEKIPL
EKHDEEYRSEDIHITYIRKKKSKFPS




