}JI;I iprotkB Entry name organism |full name |oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enqoplasmlc golgi - extr_acellular
sites sites reticulum |apparatus membrane region
Q9H871 RMD5A_HUMAN [Homo E3 24.845294 NaN NaN 23271734;34019948 MDQCVTVERELEKVLHKFSGYGQL (True False 2.854 5.0 1.188 1.276 0.8 1.276 0.984
sapiens [ubiquitin- CERGLEELIDYTGGLKHEILQSHGQ
protein DAELSGTLSLVLTQCCKRIKDTVQKL
transferase IASDHKDIHSSVSRVGKAIDKNFDSDI
RMND5SA SSVGIDGCWQADSQRLLNEVMVEH

FFRQGMLDVAEELCQESGLSVDPSQ
KEPFVELNRILEALKVRVLRPALEWA
IVSNREMLIAQNSSLEFKLHRLYFISL
LMGGTTNQREALQYAKNFQPFALN
HQKDIQVLMGSLVYLRQGIENSPYV
HLLDANQWADICDIFTRDACALLGL
SVESPLSVSFSAGCVALPALINIKAVI
EQRQCTGVWNQKDELPIEVDLGKK
CWYHSIFACPILRQQTTDNNPPMKL
IVCGHIISRDALNKMFNGSKLKCPYC
PMEQSPGDAKQIFF




