UniprotKB Entry name lorganism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
Q9H8M7 |MINY3 HUMAN Homo Ubiquitin |18.419428 NaN S125 30379171;23301498 MSELTKELMELVWGTKSSPGLSDTI [True False 2.884 (4.698 |1.218 1.14 0.676 2.095 1.319
sapiens carboxyl- FCRWTQGFVFSESEGSALEQFEGGP
terminal CAVIAPVQAFLLKKLLFSSEKSSWRD
hydrolase CSEEEQKELLCHTLCDILESACCDH
MINDY-3 SGSYCLVSWLRGKTTEETASISGSPA

ESSCQVEHSSALAVEELGFERFHALI
QKRSFRSLPELKDAVLDQYSMWGN
KFGVLLFLYSVLLTKGIENIKNEIEDA
SEPLIDPVYGHGSQSLINLLLTGHAV
SNVWDGDRECSGMKLLGIHEQAAV
GFLTLMEALRYCKVGSYLKSPKFPIW
IVGSETHLTVFFAKDMALVAPEAPSE
QARRVFQTYDPEDNGFIPDSLLEDV
MKALDLVSDPEYINLMKNKLDPEGL
GIILLGPFLQEFFPDQGSSGPESFTV
YHYNGLKQSNYNEKVMYVEGTAVV
MGFEDPMLQTDDTPIKRCLQTKWP
YIELLWTTDRSPSLN




