}J];l iprotkB Entry name |organism |full name |oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion em?oplasmlc golgi [plasma extr:acellular
sites sites reticulum apparatus membrane [region
QI9H939 PPIP2_HUMAN |Homo Proline- 18.379595 T119 T323;T329 30379171 MTRSLFKGNFWSADILSTIGYDNIIQ [False False 3.569 (3.134 |2.619 1.088 0.673 4.033 1.271
sapiens |serine- HLNNGRKNCKEFEDFLKERAAIEER

threonine IYGKDLLNLSRKKPCGQSEINTLKRA

phosphatase- LEVFKQQVDNVAQCHIQLAQSLREE

interacting ARKMEEFREKQKLQRKKTELIMDAI

protein 2

HKQKSLQFKKTMDAKKNYEQKCRD
KDEAEQAVSRSANLVNPKQQEKLFV
KLATSKTAVEDSDKAYMLHIGTLDK
VREEWQSEHIKACEAFEAQECERIN
FFRNALWLHVNQLSQQCVTSDEMY
EQVRKSLEMCSIQRDIEYFVNQRKT
GQIPPAPIMYENFYSSQKNAVPAGKA
TGPNLARRGPLPIPKSSPDDPNYSLV
DDYSLLYQ




