UniprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion em.loplasmlc golgi [plasma extl"acellular
ID sites sites reticulum apparatus membrane region
Q9H999 PANK3 HUMAN Homo Pantothenate 22.903221 T296;T298 [NaN 38253038 MKIKDAKKPSFPWFGMDIGGTLVKL |[None None None [None None None None None None

sapiens |kinase 3 SYFEPIDITAEEEQEEVESLKSIRKYL

TSNVAYGSTGIRDVHLELKDLTLFGR
RGNLHFIRFPTQDLPTFIQMGRDKN
FSTLQTVLCATGGGAYKFEKDFRTIG
NLHLHKLDELDCLVKGLLYIDSVSF
NGQAECYYFANASEPERCQKMPFN
LDDPYPLLVVNIGSGVSILAVHSKDN
IYKRVTGTSLGGGTFLGLCSLLTGCES
FEEALEMASKGDSTQADKLVRDIYG
GDYERFGLPGWAVASSFGNMIYKEK
RESVSKEDLARATLVTITNNIGSVAR
MCAVNEKINRVVFVGNFLRVNTLS
MKLLAYALDYWSKGQLKALFLEHEG
YFGAVGALLGLPNFS




