- —— . "
UniprotKB Entry name |organism [full name [oglcnacscore oglcnac pl ylation lphiips sequence intracellular [extracellular cytosol nucleus jmitochndrion endoplasmic golgi plasma extracellular
ID sites sites reticulum apparatus membrane region
Q9HI9E3 COG4_HUMAN [Homo Conserved (32.7918 NaN S6 39894887;40914422 MADLDSPPKLSGVQQPSEGVGGGR |False True 3.54 2.33 0.986 1.505 5.0 1.302 0.932
sapiens  |oligomeric CSEISAELIRSLTELQELEAVYERLCG

Golgi EEKVVERELDALLEQQNTIESKMVT

complex LHRMGPNLQLIEGDAKQLAGMITFT

subunit 4 CNLAENVSSKVRQLDLAKNRLYQAI

QRADDILDLKFCMDGVQTALRSEDY
EQAAAHTHRYLCLDKSVIELSRQGK
EGSMIDANLKLLQEAEQRLKAIVAE
KFAIATKEGDLPQVERFFKIFPLLGL
HEEGLRKFSEYLCKQVASKAEENLL
MVLGTDMSDRRAAVIFADTLTLLFE
GIARIVETHQPIVETYYGPGRLYTLIK
YLQVECDRQVEKVVDKFIKQRDYHQ
QFRHVQNNLMRNSTTEKIEPRELDP
ILTEVTLMNARSELYLRFLKKRISSD
FEVGDSMASEEVKQEHQKCLDKLL
NNCLLSCTMQELIGLYVTMEEYFMR
ETVNKAVALDTYEKGQLTSSMVDDV
FYIVKKCIGRALSSSSIDCLCAMINLA
TTELESDFRDVLCNKLRMGFPATTF
QDIQRGVTSAVNIMHSSLQQGKFDT
KGIESTDEAKMSFLVTLNNVEVCSE
NISTLKKTLESDCTKLFSQGIGGEQA
QAKFDSCLSDLAAVSNKFRDLLQEG
LTELNSTAIKPQVQPWINSFFSVSHN
IEEEEFNDYEANDPWVQQFILNLEQ
QMAEFKASLSPVIYDSLTGLMTSLVA
IVELEKVVLKSTFNRLGGLQFDKELR
SLIAYLTTVTTWTIRDKFARLSQMATI
LNLERVTEILDYWGPNSGPLTWRLT
PAEVRQVLALRIDFRSEDIKRLRL




