endoplasmic |golgi js extracellular

UniprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular [cytosol nucleus mitochndrion . .
ID sites sites reticulum apparatus membrane region
Q9HAJ7 SP30L_HUMAN |Homo Histone 19.129548 NaN T92;S93;599;T104 34019948 MNGFSTEEDSREGPPAAPAAAAPGY (None None None [None None None None None None
sapiens |deacetylase GQSCCLIEDGERCVRPAGNASFSKR
complex IVQKSISQKKLKLDIDKSVRHLYICDF
subunit HKNFIQSVRNKRKRKTSDDGGDSPE

SAP30L HDTDIPEVDLFQLQVNTLRRYKRHY
KLQTRPGFNKAQLAETVSRHFRNIP
'VNEKETLAYFIYMVKSNKSRLDQKS
EGGKQLE




