UniprotKB

phosphorylation

D Entry name organism [full name |oglcnacscore [oglcnac sites sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion ;(;.t'iculum
QY9HAP2  |MLXIP_HUMAN [Homo MLX- 24.48811 S482;T485;T487;5489;5581;5602;T |S9;S27;S33;S39;S669 [38665916;34019948;33214551;303 [MAADVFMCSPRRPRSRGRQVLLKP (True False 0.469 |4.14 3.337 False
sapiens [interacting 603;S605;S607;T675 79171;26315267;35289036;300592 |QVSEDDDDSDTDEPSPPPASGAATP
protein 00;29237092;39531497;30620550;3

5132862;35138101;28411811;2935
1928;39894887;37340703

ARAHASAAPPPPRAGPGREEPPRRQ
QIIHSGHFMVSSPHREHPPKKGYDF
DTVNKQTCQTYSFGKTSSCHLSIDA
SLTKLFECMTLAYSGKLVSPKWKNF
KGLKLQWRDKIRLNNAIWRAWYMQ
YLEKRKNPVCHFVTPLDGSVDVDEH
RRPEAITTEGKYWKSRIEIVIREYHK
'WRTYFKKRLQQHKDEDLSSLVQDD
DMLYWHKHGDGWKTPVPMEEDPL
LDTDMLMSEFSDTLFSTLSSHQPVA
'WPNPREIAHLGNADMIQPGLIPLQP
NLDFMDTFEPFQDLFSSSRSIFGSM
LPASASAPVPDPNNPPAQESILPTTA
LPTVSLPDSLIAPPTAPSLAHMDEQG
CEHTSRTEDPFIQPTDFGPSEPPLSV
PQPFLPVFTMPLLSPSPAPPPISPVLP
LVPPPATALNPPAPPTFHQPQKFAGV
NKAPSVITHTASATLTHDAPATTFSQ
SQGLVITTHHPAPSAAPCGLALSPVT
RPPQPRLTFVHPKPVSLTGGRPKQP
HKIVPAPKPEPVSLVLKNARIAPAAF
SGQPQAVIMTSGPLKREGMLASTVS
QSNVVIAPAAIARAPGVPEFHSSILVT
DLGHGTSSPPAPVSRLFPSTAQDPLG
KGEQVPLHGGSPQVTVTGPSRDCPN
SGQASPCASEQSPSPQSPQNNCSGK
SDPKNVAALKNRQMKHISAEQKRRF
NIKMCFDMLNSLISNNSKLTSHAIT
LQKTVEYITKLQQERGQMQEEARRL
REEIEELNATIISCQQLLPATGVPVTR
RQFDHMKDMFDEYVKTRTLQNWK
FWIFSIITKPLFESFKGMVSTSSLEEL
HRTALSWLDQHCSLPILRPMVLSTL
RQLSTSTSILTDPAQLPEQASKAVTRI
GKRLGES




