UniprotKB

D Entry name organism [full name |oglcnacscore [oglcnac sites phosphorylation sites PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion re
Q9HAUO |PKHA5_HUMAN |[Homo Pleckstrin [44.051106 S372;S382;T399;S1060;T1074 |S55;S382;S410;T438;T460;S568;S6 |34725712;38665916;23301498;286 MAADLNLEWISLPRSWTYGITRGGR (True False 4.553 |4.263 |False Fa
sapiens |homology 07;5S809;S855;5933;S937 57654;35289036;31492838;300592 |[VFFINEEAKSTTWLHPVTGEAVVTG
domain- 00;29237092;39531497;40307207;3 [HRRQSTDLPTGWEEAYTFEGARYYI
containing 0620550;20068230;35132862;3484 (NHNERKVICKHPVITGQPSQDNCIFV
family A 6842;21158410;32574038;3953424 [VNEQTVATMTSEEKKERPISMINEA
member 5 4;35254053 SNYNVTSDYAVHPMSPVGRTSRASK

KVHNFGKRSNSIKRNPNAPVVRRG
'WLYKQDSTGMKLWKKRWFVLSDLC
LFYYRDEKEEGILGSILLPSFQIALLT
SEDHINRKYAFKAAHPNMRTYYFCT
DTGKEMELWMKAMLDAALVQTEPV
KRVDKITSENAPTKETNNIPNHRVLI
KPEIQNNQKNKEMSKIEEKKALEAE
KYGFQKDGQDRPLTKINSVKLNSLP
SEYESGSACPAQTVHYRPINLSSSEN
KIVNVSLADLRGGNRPNTGPLYTEA
DRVIQRTNSMQQLEQWIKIQKGRGH
EEETRGVISYQTLPRNMPSHRAQIM
ARYPEGYRTLPRNSKTRPESICSVTP
STHDKTLGPGAEEKRRSMRDDTMW
QLYEWQQRQFYNKQSTLPRHSTLSS
PKTMVNISDQTMHSIPTSPSHGSIAA
'YQGYSPQRTYRSEVSSPIQRGDVTID
RRHRAHHPKHVYVPDRRSVPAGLTL
QSVSPQSLQGKTLSQDEGRGTLYKY
RPEEVDIDAKLSRLCEQDKVVHALE
EKLQQLHKEKYTLEQALLSASQEIE
MHADNPAAIQTVVLQRDDLQNGLLS
TCRELSRATAELERAWREYDKLEYD
IVIVTRNQMQEQLDHLGEVQTESAGI
QRAQIQKELWRIQDVMEGLSKHKQ
QRGTTEIGMIGSKPFSTVKYKNEGPD
'YRLYKSEPELTTVAEVDESNGEEKSE
PVSEIETSVVKGSHFPVGVVPPRAKS
PTPESSTIASYVTLRKTKKMMDLRTE
RPRSAVEQLCLAESTRPRMTVEEQM
ERIRRHQQACLREKKKGLNVIGASD
QSPLQSPSNLRDNPFRTTQTRRRDD
KELDTAIRENDVKPDHETPATEIVQL
KETEPQNVDFSKELKKTENISYEML
FEPEPNGVNSVEMMDKERNKDKM
PEDVTFSPQDETQTANHKPEEHPEE
NTKNSVDEQEETVISYESTPEVSRG
NQTMAVKSLSPSPESSASPVPSTQP

QLTEGSHFMCV




