UniprotKB Entry name |organism [full name |oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion en@oplasmlc golgi plasma eth.Facell“lar
ID sites sites reticulum |apparatus membrane [region
Q9HAWO |BRF2_HUMAN [Homo Transcription |22.677653 S188 S353 40596516;30379171 MPGRGRCPDCGSTELVEDSHYSQS (True False 1.594 |4.692 False False False False False

sapiens

factor IIIB 50
lkDa subunit

QLVCSDCGCVVTEGVLTTTFSDEGN
LREVTYSRSTGENEQVSRSQQRGLR
RVRDLCRVLQLPPTFEDTAVAYYQQ
AYRHSGIRAARLQKKEVLVGCCVLIT
CRQHNWPLTMGAICTLLYADLDVFS
STYMQIVKLLGLDVPSLCLAELVKTY
CSSFKLFQASPSVPAKYVEDKEKML
SRTMQLVELANETWLVTGRHPLPVI
TAATFLAWQSLQPADRLSCSLARFC
KLANVDLPYPASSRLQELLAVLLRM
AEQLAWLRVLRLDKRSVVKHIGDLL
QHRQSLVRSAFRDGTAEVETREKEP
PGWGQGQGEGEVGNNSLGLPQGKR
PASPALLLPPCMLKSPKRICPVPPVS
TVTGDENISDSEIEQYLRTPQEVRDF

QRAQAARQAATSVPNPP




