UniprotKB Entry name |organism |full name |oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion en@oplasmlc golgi plasma exti

ID sites sites reticulum |apparatus membrane reg

Q9HBO7 MYG1_HUMAN Homo MYG1 17.692317 S370 S120 34725712;38665916;34019948;403 [MGHRFLRGLLTLLLPPPPLYTRHRM ([True False False [5.0 5.0 0.322 0.425 False 0.5¢
sapiens exonuclease 07207;35008409;35138101 LGPESVPPPKRSRSKLMAPPRIGTH

NGTFHCDEALACALLRLLPEYRDAEI
IVRTRDPEKLASCDIVVDVGGEYDPR
RHRYDHHQRSFTETMSSLSPGKPW
QTKLSSAGLIYLHFGHKLLAQLLGTS
EEDSMVGTLYDKMYENFVEEVDAV
DNGISQWAEGEPRYALTTTLSARVA
RLNPTWNHPDQDTEAGFKRAMDLV
QEEFLQRLDFYQHSWLPARALVEEA
LAQRFQVDPSGEIVELAKGACPWKE
HLYHLESGLSPPVAIFFVIYTDQAGQ
IWRIQCVPKEPHSFQSRLPLPEPWRG
LRDEALDQVSGIPGCIFVHASGFIGG
HRTREGALSMARATLAQRSYLPQIS




