UniprotKB Entry name |organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion em‘.loplasmlc golgi plasma extl‘"acellular
ID sites sites reticulum apparatus membrane region
Q9HB29 ILRL2_HUMAN [Homo Interleukin- 26.565623 T178 NaN 39302247 MWSLLLCGLSIALPLSVTADGCKDIF |False True 1.917 [2.238 1.494 1.531 0.8 4.739 2.403
sapiens 1 receptor- MKNEILSASQPFAFNCTFPPITSGEV
like 2 SVTWYKNSSKIPVSKIIQSRIHQDET

WILFLPMEWGDSGVYQCVIKGRDSC
HRIHVNLTVFEKHWCDTSIGGLPNL
SDEYKQILHLGKDDSLTCHLHFPKS
CVLGPIKWYKDCNEIKGERFTVLETR
LLVSNVSAEDRGNYACQAILTHSGK
QYEVLNGITVSITERAGYGGSVPKIIY
PKNHSIEVQLGTTLIVDCNVTDTKD
NTNLRCWRVNNTLVDDYYDESKRIR
EGVETHVSFREHNLYTVNITFLEVK
MEDYGLPFMCHAGVSTAYIILQLPAP
DFRAYLIGGLIALVAVAVSVVYIYNIF
KIDIVLWYRSAFHSTETIVDGKLYDA
YVLYPKPHKESQRHAVDALVLNILPE
VLERQCGYKLFIFGRDEFPGQAVAN
IVIDENVKLCRRLIVIVVPESLGFGLLK
NLSEEQIAVYSALIQDGMKVILIELEK
IEDYTVMPESIQYIKQKHGAIRWHGD
FTEQSQCMKTKFWKTVRYHMPPRR
CRPFPPVQLLQHTPCYRTAGPELGS
RRKKCTLTTG




