UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular [cytosol nucleus mitochndrion em}oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
Q9HBJ7 UBP29 HUMAN [Homo Ubiquitin {19.994096 NaN NaN 37217939 [MISLKVCGFIQIWSQKTGMTKLKEA |None None None (None None None None None None
sapiens carboxyl- LIETVQRQKEIKLVVTFKSGKFIRIFQ
terminal LSNNIRSVVLRHCKKRQSHLRLTLK
hydrolase NNVFLFIDKLSYRDAKQLNMFLDIIH
29 QNKSQQPMKSDDDWSVFESRNML

KEIDKTSFYSICNKPSYQKMPLFMSK
SPTHVKKGILENQGGKGQNTLSSDV
QTNEDILKEDNPVPNKKYKTDSLKYI
QSNRKNPSSLEDLEKDRDLKLGPSF
NTNCNGNPNLDETVLATQTLNAKN
GLTSPLEPEHSQGDPRCNKAQVPLD
SHSQQLQQGFPNLGNTCYMNAVLQ
SLFAIPSFADDLLTQGVPWEYIPFEA
LIMTLTQLLALKDFCSTKIKRELLGN
'VKKVISAVAEIFSGNMQNDAHEFLG
QCLDQLKEDMEKLNATLNTGKECG
DENSSPQMHVGSAATKVFVCPVVA
NFEFELQLSLICKACGHAVLKVEPN
NYLSINLHQETKPLPLSIQNSLDLFF
KEEELEYNCQMCKQKSCVARHTFS
RLSRVLIIHLKRYSFNNAWLLVKNN
EQVYIPKSLSLSSYCNESTKPPLPLSS
SAPVGKCEVLEVSQEMISEINSPLTP
SMKLTSESSDSLVLPVEPDKNADLQ
RFQRDCGDASQEQHQRDLENGSAL
ESELVHFRDRAIGEKELPVADSLMD
QGDISLPVMYEDGGKLISSPDTRLVE
VHLQEVPQHPELQKYEKTNTFVEFN
FDSVTESTNGFYDCKENRIPEGSQG
MAEQLQQCIEESIIDEFLQQAPPPGV
RKLDAQEHTEETLNQSTELRLQKAD
LNHLGALGSDNPGNKNILDAENTR
GEAKELTRNVKMGDPLQAYRLISVV
SHIGSSPNSGHYISDVYDFQKQAWF
TYNDLCVSEISETKMQEARLHSGYIF
FYMHNGIFEELLRKAENSRLPSTQA
GVIPQGEYEGDSLYRPA




