UniprotKB

D Entry name organism full name oglcnacscore oglcnac sites phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion :::iig
QY9HC78  |[ZBT20_ HUMAN Homo Zinc 23.894024 S260;5268;T272;S436;T444;T447;S (T211;S353;T357;T690;T695(29351928;30379171;39534244;286 |MLERKKPKTAENQKASEENEITQPG (True False 1.396 |4.831 |1.693 1.295
sapiens  [finger and 449;S455;5461;T464;5465;5472;T4 57654;38665916;31492838;300592 |GSSAKPGLPCLNFEAVLSPDPALIHS
BTB 73;T480;T506;S548 00;35289036;35254053 THSLTNSHAHTGSSDCDISCKGMTE
domain- RIHSINLHNFSNSVLETLNEQRNRG
containing HFCDVTVRIHGSMLRAHRCVLAAGS
protein 20 PFFQDKLLLGYSDIEIPSVVSVQSVQ

KLIDFMYSGVLRVSQSEALQILTAASI
LQIKTVIDECTRIVSQNVGDVFPGIQ
DSGQDTPRGTPESGTSGQSSDTESG
'YLQSHPQHSVDRIYSALYACSMQNG
SGERSFYSGAVVSHHETALGLPRDH
HMEDPSWITRIHERSQQMERYLSTT
PETTHCRKQPRPVRIQTLVGNIHIKQ
EMEDDYDYYGQQRVQILERNESEEC
TEDTDQAEGTESEPKGESFDSGVSS
SIGTEPDSVEQQFGPGAARDSQAEP
TQPEQAAEAPAEGGPQTNQLETGAS
SPERSNEVEMDSTVITVSNSSDKSV
LQQPSVNTSIGQPLPSTQLYLRQTET
LTSNLRMPLTLTSNTQVIGTAGNTYL
PALFTTQPAGSGPKPFLFSLPQPLAG
QQTQFVTVSQPGLSTFTAQLPAPQPL
IASSAGHSTASGQGEKKPYECTLCNK
TFTAKQNYVKHMFVHTGEKPHQCSI
CWRSFSLKDYLIKHMVTHTGVRAYQ
CSICNKRFTQKSSLNVHMRLHRGE
KSYECYICKKKFSHKTLLERHVALHS
ASNGTPPAGTPPGARAGPPGVVACT
EGTTYVCSVCPAKFDQIEQFNDHMR
MHVSDG




