UniprotKB Entry name organism full loglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(_ioplasmlc golgi plasnia extr_am
ID name sites sites reticulum pparatus ane [region
Q9HCB6 |SPON1_HUMAN |Homo Spondin- [26.315073 S4;S11;T192|NaN 37217939;38253038;29237092  MRLSPAPLKLSRTPALLALALPLAAA |False False 1.392 |1.783  [1.409 4.251 1.204 1.832 3.787

sapiens

1

LAFSDETLDKVPKSEGYCSRILRAQG
TRREGYTEFSLRVEGDPDFYKPGTSY
RVTLSAAPPSYFRGFTLIALRENREG
DKEEDHAGTFQIIDEEETQFMSNCP
IVAVTESTPRRRTRIQVFWIAPPAGTG
CVILKASIVQKRIIYFQDEGSLTKKLC
EQDSTFDGVTDKPILDCCACGTAKY
RLTFYGNWSEKTHPKDYPRRANHW
SAIIGGSHSKNYVLWEYGGYASEGV
KQVAELGSPVKMEEEIRQQSDEVLT
IVIKAKAQWPAWQPLNVRAAPSAEFS
VDRTRHLMSFLTMMGPSPDWNVGL
SAEDLCTKECGWVQKVVQDLIPWDA
GTDSGVTYESPNKPTIPQEKIRPLTSL
DHPQSPFYDPEGGSITQVARVVIERI
ARKGEQCNIVPDNVDDIVADLAPEE
KDEDDTPETCIYSNWSPWSACSSST
CDKGKRMRQRMLKAQLDLSVPCPD
TQDFQPCMGPGCSDEDGSTCTMSE
'WITWSPCSISCGMGMRSRERYVKQF
PEDGSVCTLPTEETEKCTVNEECSPS
SCLMTEWGEWDECSATCGMGMKK
RHRMIKMNPADGSMCKAETSQAEK
CMMPECHTIPCLLSPWSEWSDCSV
TCGKGMRTRQRMLKSLAELGDCNE
DLEQVEKCMLPECPIDCELTEWSQ
'WSECNKSCGKGHVIRTRMIQMEPQ
FGGAPCPETVQRKKCRIRKCLRNPSI
QKLRWREARESRRSEQLKEESEGE
QFPGCRMRPWTAWSECTKLCGGGI
QERYMTVKKRFKSSQFTSCKDKKEI
RACNVHPC




