RPLAKELTRSLEDVRGALRDQALRD
LNTYTEKMREALRHFDVLFAEFELS
YVSAMVPVKSPREYYVQQEVIVLFCE
TVERALDFGYLTQDMIDDYEPALMF
SIPRLAIVCGLVVYADGPLNLDRKVE
DMSELFRPFHTLLRKIRDLLQTLTEE
ELHTLERNLCISQDVEFPIRADVQGP
AALAPALSAPLPPEGPLSAKAKDPDA
ELACSMQYDDQELEQLSRMVHRAG
DEMSSLLSPPIACQSPAHRPGAEGS
PGGEASPGRPRLRSGSDEEERVFFM
DDVEGTAEALARPESPAGPFGWAGS
TWADPQEKGQGGPGGAAGISLPASE
KEEDLSNNNLEAEGTDGASLAGTSS
CSCLDSRLHLDGWEVGADDAETAE
MIAHRTGGMKLSATVIFNPKSPTSL
DSAVATQEAASEPVAEGMDGGPHKL
STGATNCLLHSCVCCGSCGDSREDV
VERLREKCSPGGVIGASYAAGLAKAS
DRAPERQEEAPPPSEDASNGREPKA
PTSDKCLPHTSGSQVDTASGLQGEA
GVAGQQEPEARELHAGSPSAHEAPQ
ALSGSSSSTAGSCSSDKMGPEAAPA
ATHAAPQATREKIRSRFHGSHDLIH
RLFVCISGVADQLQTNYASDLRSILK
TLFEVMATKPETDDKEKLRKVTQTL
RSAALEDCALCQETLSSSELAAKTRD
GDFEDPPEWVPDEACGFCTACKAPF
TVIRRKHHCRSCGKIFCSRCSSHSAP
LPRYGQVKPVRVCTHCYMFHVTPFY
SDKAGL

UniprotKB Entry name |organism full oglcnacscore oplcnac p.h osphorylation PMIDS sequence intracellular [extracellular cytosol nucleus mitochndrion em.l()plasmlc golgi plasma extl:acellular
ID name sites sites reticulum |apparatus membrane [region
Q9HCC9 LST2 HUMAN [Homo Lateral [24.627021 NaN S334;T516;S586;T870(37217939;39894887  MMNRFRKWLYKPKRSDPQLLARFY [True False 5.0 1.5 0.469 False False 1.802 False
sapiens |[signaling YADEELNQVAAELDSLDGRKDPQRC
target TLLVSQFRSCQDNVLNIINQIMDECI
protein 2 PQDRAPRDFCVKFPEEIRHDNLAGQ
homolog LWFGAECLAAGSIIMNRELESMAM




