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Q9HCD6 TANC2_HUMAN Homo
sapiens

Protein
TANC2

25.328521 S252;S254;S1646;S1647;S1654;S16
56;S1939;S1942;T1952

S169;S238;S294;S400;S1442;S1458
;S1530;S1545;S1579;S1722;S1824;
S1827

37217939;35132862;35254053;313
73491;29237092;35289036;373407
03;29351928;28657654;30620550;3
1492838;32574038;30379171

MFRNSLKMLLTGGKSSRKNRSSDG
GSEEPPDRRQSSVDSRQSRSGQGGI
STESDCAFEPDYAVPPLPVSEGDAEQ
ELGPPPSVDEAANTLMTRLGFLLGE
KVTEVQPGDQYSMEVQDENQTSAIT
QRISPCSTLTSSTASPPASSPCSTLPP
ISTNATAKDCSYGAVTSPTSTLESRD
SGIIATLTSYSENVERTKYAGESSKEL
GSGGNIKPWQSQKSSMDSCLYRVD
ENMTASTYSLNKIPERNLETVLSQS
VQSIPLYLMPRPNSVAATSSAHLEDL
AYLDEQRHTPLRTSLRMPRQSMGG
ARTQQDLRVRFAPYRPPDISLKPLLF
EVPSITTESVFVGRDWVFHEIDAQLQ
SSNASVNQGVVIVGNIGFGKTAIISR
LVALSCHGTRMRQIASDSPHASPKH
VDANRELPLTQPPSAHSSITSGSCPG
TPEMRRRQEEAMRRLASQVVAYHY
CQADNAYTCLVPEFVHNVAALLCRS
PQLTAYREQLLREPHLQSMLSLRSC
VQDPMASFRRGVLEPLENLHKERKI
PDEDFIILIDGLNEAEFHKPDYGDTIV
SFLSKMIGKFPSWLKLIVTVRTSLQE
ITKLLPFHRIFLDRLEENEAIDQDLQ
AYILHRIHSSSEIQNNISLNGKMDNT
TFGKLSSHLKTLSQGSYLYLKLTFDL
IEKGYLVLKSSSYKVVPVSLSEVYLLQ
CNMKFPTQSSFDRVMPLLNVAVASL
HPLTDEHIFQAINAGSIEGTLEWEDF
QQRMENLSMFLIKRRDMTRMFVHP
SFREWLIWREEGEKTKFLCDPRSGH
TLLAFWFSRQEGKLNRQQTIELGHH
ILKAHIFKGLSKKVGVSSSILQGLWIS
YSTEGLSMALASLRNLYTPNIKVSRL
LILGGANINYRTEVLNNAPILCVQSH
LGYTEMVALLLEFGANVDASSESGL
TPLGYAAAAGYLSIVVLLCKKRAKVD
HLDKNGQCALVHAALRGHLEVVKF
LIQCDWTMAGQQQGVFKKSHAIQQ
ALIAAASMGYTEIVSYLLDLPEKDEE
EVERAQINSFDSLWGETALTAAAGR
GKLEVCRLLLEQGAAVAQPNRRGAV
PLFSTVRQGHWQIVDLLLTHGADVN
MADKQGRTPLMMAASEGHLGTVDF
LLAQGASIALMDKEGLTALSWACLK
GHLSVVRSLVDNGAATDHADKNGR
TPLDLAAFYGDAEVVQFLVDHGAMI
EHVDYSGMRPLDRAVGCRNTSVVV
TLLKKGAKIGPATWAMATSKPDIMII
LLSKLMEEGDMFYKKGKVKEAAQR
YQYALKKFPREGFGEDLKTFRELKV
SLLLNLSRCRRKMNDFGMAEEFAT
KALELKPKSYEAYYARARAKRSSRQF
AAALEDLNEAIKLCPNNREIQRLLLR
VEEECRQMQQPQQPPPPPQPQQQL
PEEAEPEPQHEDIYSVQDIFEEEYLE
QDVENVSIGLQTEARPSQGLPVIQSP
PSSPPHRDSAYISSSPLGSHQVFDFR
SSSSVGSPTRQTYQSTSPALSPTHQN
SHYRPSPPHTSPAHQGGSYRFSPPP
VGGQGKEYPSPPPSPLRRGPQYRAS
PPAESMSVYRSQSGSPVRYQQETSV



SQLPGRPKSPLSKMAQRPYQMPQLP
VAVPQQGLRLQPAKAQIVRSNQPSP
AVHSSTVIPTGAYGQVAHSMASKYQ
SSQGDIGVSQSRLVYQGSIGGIVGDG
RPVQHVQASLSAGAICQHGGLTKED
LPQRPSSAYRGGVRYSQTPQIGRSQS
ASYYPVCHSKLDLERSSSQLGSPDVS
HLIRRPISVNPNEIKPHPPTPRPLLHS
QSVGLRFSPSSNSISSTSNLTPTFRP
SSSIQQMEIPLKPAYERSCDELSPVS
PTQGGYPSEPTRSRTTPFMGIIDKTA
RTQQYPHLHQQNRTWAVSSVDTVL
SPTSPGNLPQPESFSPPSSISNIAFYN
KTNNAQNGHLLEDDYYSPHGMLAN
GSRGDLLERVSQASSYPDVKVARTL
PVAQAYQDNLYRQLSRDSRQGQTSP
IKPKRPFVESNV


