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D Entry name organism oglcnacscore |oglcnac sites  |phosphorylation sites PMIDS sequence intracellular [extracellular|cytosol nucleus mitochndrion N
name reticulum appa
Q9HCE3  |ZN532_HUMAN [Homo Zinc  |22.337538 S456;T479;5482(5130;5133;S134;T205;S252;S307;S [39531497;30379171;38665916;314 |MTMGDMKTPDFDDLLAAFDIPDMV (True False 0.695 [4.589 |False False 1.39¢
sapiens |[finger 314;S434;5S1140 92838;29237092;30059200;352890 |DPKAAIESGHDDHESHMKQNAHGE
protein 36;35254053 DDSHAPSSSDVGVSVIVKNVRNIDSS
532 EGGEKDGHNPTGNGLHNGFLTASS

LDSYSKDGAKSLKGDVPASEVTLKD
STFSQFSPISSAEEFDDDEKIEVDDP
PDKEDMRSSFRSNVLTGSAPQQDYD
KLKALGGENSSKTGLSTSGNVEKNK
AVKRETEASSINLSVYEPFKVRKAED
KLKESSDKVLENRVLDGKLSSEKND
TSLPSVAPSKTKSSSKLSSCIAAIAAL
SAKKAASDSCKEPVANSRESSPLPK
EVNDSPRAADKSPESQNLIDGTKKP
SLKQPDSPRSISSENSSKGSPSSPAG
STPAIPKVRIKTIKTSSGEIKRTVTRVL
PEVDLDSGKKPSEQTASVMASVTSL
LSSPASAAVLSSPPRAPLQSAVVTNA
'VSPAELTPKQVTIKPVATAFLPVSAV
KTAGSQVINLKLANNTTVKATVISAA
SVQSASSAIIKAANAIQQQTVVVPASS
LANAKLVPKTVHLANLNLLPQGAQA
TSELRQVLTKPQQQIKQAIINAAASQ
PPKKVSRVQVVSSLQSSVVEAFNKV
LSSVNPVPVYIPNLSPPANAGITLPTR
GYKCLECGDSFALEKSLTQHYDRRS
'VRIEVTCNHCTKNLVFYNKCSLLSH
ARGHKEKGVVMQCSHLILKPVPADQ
MIVSPSSNTSTSTSTLQSPVGAGTHT
'VTKIQSGITGTVISAPSSTPITPAMPL
DEDPSKLCRHSLKCLECNEVFQDET
SLATHFQQAADTSGQKTCTICQMLL
PNQCSYASHQRIHQHKSPYTCPECG
IAICRSVHFQTHVTKNCLHYTRRVGF
RCVHCNVVYSDVAALKSHIQGSHCE
'VFYKCPICPMAFKSAPSTHSHAYTQ
HPGIKIGEPKITYKCSMCDTVFTLQTL
LYRHFDQHIENQKVSVFKCPDCSLL
'YAQKQLMMDHIKSMHGTLKSIEGPP
NLGINLPLSIKPATQNSANQNKEDT
KSMNGKEKLEKKSPSPVKKSMETK
KVASPGWTCWECDCLFMQRDVYIS
HVRKEHGKQMKKHPCRQCDKSFSS
SHSLCRHNRIKHKGIRKVYACSHCP
DSRRTFTKRLMLEKHVQLMHGIKDP
DLKEMTDATNEEETEIKEDTKVPSP
KRKLEEPVLEFRPPRGAITQPLKKLKI
NVFKVHKCAVCGFTTENLLQFHEHI
PQHKSDGSSYQCRECGLCYTSHVSL
SRHLFIVHKLKEPQPVSKQNGAGED
NQQENKPSHEDESPDGAVSDRKCK
'VCAKTFETEAALNTHMRTHGMAFIK
SKRMSSAEK




