
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q9HCE6 ARGAL_HUMAN Homo
sapiens

Rho
guanine
nucleotide
exchange
factor	10-
like
protein

28.275761 NaN S40;T131;T152;S281 39894887 MASSNPPPQPAIGDQLVPGVPGPSS
EAEDDPGEAFEFDDSDDEEDTSAAL
GVPSLAPERDTDPPLIHLDSIPVTDP
DPAAAPPGTGVPAWVSNGDAADAAF
SGARHSSWKRKSSRRIDRFTFPALE
EDVIYDDVPCESPDAHQPGAERNLL
YEDAHRAGAPRQAEDLGWSSSEFES
YSEDSGEEAKPEVEVEPAKHRVSFQ
PKLSPDLTRLKERYARTKRDILALRV
GGRDMQELKHKYDCKMTQLMKAA
KSGTKDGLEKTRMAVMRKVSFLHR
KDVLGDSEEEDMGLLEVSVSDIKPP
APELGPMPEGLSPQQVVRRHILGSIV
QSEGSYVESLKRILQDYRNPLMEME
PKALSARKCQVVFFRVKEILHCHSM
FQIALSSRVAEWDSTEKIGDLFVASF
SKSMVLDVYSDYVNNFTSAMSIIKK
ACLTKPAFLEFLKRRQVCSPDRVTLY
GLMVKPIQRFPQFILLLQDMLKNTP
RGHPDRLSLQLALTELETLAEKLNE
QKRLADQVAEIQQLTKSVSDRSSLN
KLLTSGQRQLLLCETLTETVYGDRG
QLIKSKERRVFLLNDMLVCANINFK
PANHRGQLEISSLVPLGPKYVVKWN
TALPQVQVVEVGQDGGTYDKDNVLI
QHSGAKKASASGQAQNKVYLGPPRL
FQELQDLQKDLAVVEQITLLISTLHG
TYQNLNMTVAQDWCLALQRLMRVK
EEEIHSANKCRLRLLLPGKPDKSGR
PISFMVVFITPNPLSKISWVNRLHLA
KIGLREENQPGWLCPDEDKKSKAPF
WCPILACCIPAFSSRALSLQLGALVH
SPVNCPLLGFSAVSTSLPQGYLWVG
GGQEGAGGQVEIFSLNRPSPRTVKS
FPLAAPVLCMEYIPELEEEAESRDES
PTVADPSATVHPTICLGLQDGSILLYS
SVDTGTQCLVSCRSPGLQPVLCLRH
SPFHLLAGLQDGTLAAYPRTSGGVL
WDLESPPVCLTVGPGPVRTLLSLED
AVWASCGPRVTVLEATTLQPQQSFE
AHQDEAVSVTHMVKAGSGVWMAFS
SGTSIRLFHTETLEHLQEINIATRTTF
LLPGQKHLCVTSLLICQGLLWVGTD
QGVIVLLPVPRLEGIPKITGKGMVSL
NGHCGPVAFLAVATSILAPDILRSDQ
EEAEGPRAEEDKPDGQAHEPMPDS
HVGRELTRKKGILLQYRLRSTAHLPG
PLLSMREPAPADGAALEHSEEDGSI
YEMADDPDIWVRSRPCARDAHRKEI
CSVAIISGGQGYRNFGSALGSSGRQA
PCGETDSTLLIWQVPLML

True False 4.634 2.307 False False False 0.727 0.609


