UniprotKB Entry name |organism [full name |oglcnacscore qglcnac p'h osphorylation PMIDS |sequence intracellular |extracellular|cytosol nucleus mitochndrion en(?oplasmlc golgi plasma extl.racellular
ID sites sites reticulum apparatus membrane region
Q9HDBY9 GAK5_HUMAN Homo Endogenous [26.250033 S338 NaN 30620550  MGQTKSKTKSKYASYLSFIKILLKRG [None None None |None None None None None None
sapiens retrovirus GVRVSTKNLIKLFQIIEQFCPWFPEQ

group K GTLDLKDWKRIGEELKQAGRKGNIIP

member 5 LTVWNDWAIIKAALEPFQTKEDSVS

Gag IVSDAPGSCVIDCNEKTGRKSQKETE

polyprotein SLHCEYVTEPVMAQSTQNVDYNQL

QGVIYPETLKLEGKGPELVGPSESKP
RGPSPLPAGQVPVTLQPQTQVKENK
TQPPVAYQYWPPAELQYLPPPESQY
GYPGMPPALQGRAPYPQPPTVRLNP
TASRSGQGGTLHAVIDEARKQGDLE
IAWRFLVILQLVQAGEETQVGAPARA
ETRCEPFTMKMLKDIKEGVKQYGSN
SPYIRTLLDSIAHGNRLTPYDWESLA
KSSLSSSQYLQFKTWWIDGVQEQVR
KNQATKPTVNIDADQLLGTGPNWST
INQQSVMQNEAIEQVRAICLRAWGK
IQDPGTAFPINSIRQGSKEPYPDFVA
RLQDAAQKSITDDNARKVIVELMAY
ENANPECQSAIKPLKGKVPAGVDVIT
EYVKACDGIGGAMHKAMLMAQAM
RGLTLGGQVRTFGKKCYNCGQIGHL
KRSCPVLNKQNIINQAITAKNKKPSG
LCPKCGKGKHWANQCHSKFDKDG
QPLSGNRKRGQPQAPQQTGAFPVQL
FVPQGFQGQQPLQKIPPLQGVSQLQ
QSNSCPAPQQAAPQ




