
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

plasma
membrane

extracellular
region

0

Q9I7D3 CAPR1_DROME Drosophila
melanogaster

Caprin
homolog

25.496522 NaN S356;S758;T764;S765;S777;T778;S
791;S798;S806

33925313 MPSAANTATVTAAIATTVAASASNTN
NNSVSKEKRSSIISLGGSVIPGTAVAA
GAGVATTNGQSNSSAAATADGSQTD
LASSNNNGNAAKSKANAVSAAAVVP
EPYNPLKQLLVTIEHKIRNLEKRKTK
LESYRAIQSSGKELSGDQASAVAKYD
AVLANLEFARELAKHIQQQSKEAEK
EQKKQARKDNLAKTIAETAKIREVLII
QNVLNCFNDDQVRSDFLNGENGAK
KLENTELELLEKFFIETQTRRPETAD
DVSFIATAQKSAELFYSTINARPKSF
GEVSFEKLRSLFQQIQDSGYLDKYYL
VPLAENAVANSTDSGTGSGDGESGD
LLNDGSGELDAELPSEPSARNSLEE
GLDKLHLGVQAELDQHQSYQQQQE
RPSHLLEPQHQRAPSLEHQQNSMV
QQVSTQVYQAAPQAGGTTTPVHVLY
APAPPAQQQPQQPPPHPHQLLSSPV
NLQALQTGTAAPPAQQQQPHPTHFA
PNVRAVEQNYFKQPPQHPQGPGIQA
PQTPQQQQFMQHSRPLAEVLGTGR
FHFLQDSELDNPEALAPPPPTNQGL
VFEQQPQQPNHVEEPTQAILTLTFT
NQSFPSQQPQPQQQGPQQQQQLFS
PVLIHEQRQQPPQQQPQPMLIMPRL
PTQQPQQPAPQGIGMQAGDVTSGFS
YENAVVSYEQQIQQQLKQQQQQQQ
QQQQNLQQLDEPSSVNSSSSVGAG
GDVENNEWHARNNDTNAAATAALT
NVLKGETTQATPPAPPTKWSSEMNA
MSSAASNGSSNTSHKQEWATPRDH
STGGGNSGYADNNESNNHWNNSQ
GDGRRNSGNYQRRGGDRDNRDRD
QGGRGDERRNGGDRGNYRSRQYGN
SSNTNGRNSGNSSGVYFRNNESGN
GGGNNYYQNGGGGGGTYNKESRYE
SSGGGGGSYRGQRGGNQQRNVNGS
YGGGRPMGDRGRGGAGNQGGGGG
GYINRQNQSQRMPLGLENKN

None None None None None None None None None


