UniprotKB

D Entry name |organism full name |oglcnacscore |oglcnac sites phosphorylation sites PMIDS sequence intracellular extracellular|cytosol nucleus mitochndr
Q9JHC9 ELF2_MOUSE Mus ETS-related [62.227758 S372;T374;T375;T376;5380;S400;T |S107;T182;S185;S191;S363;S372;T [22517741;22645316;21606357;408 |MASAVVDSGGSALELPSDGGENQE (True False 2.0 5.0 0.614
musculus |transcription 499;S502;5S572;S575;T582 376;S432;T523 85482;36852467;36084651 GGDTGPDCPAVIVEPVPSARLEQGYA
factor EIf-2 IAQVLVYDDETYMMQDVAEEQEVET

ENSETVEASVHSSNAHCTDKTIEAA
EALLHMESPTCLRDSRSPVEVFVPP
CISTPEFIHAAMRPDVITETVVEVSTE
ESEPMDASPIPTSPDSHEPMKKKKV
GRKPKTQQSPVSNGSPELGIKKKAR
EGKGNTTYLWEFLLDLLQDKNTCPR
YIKWTQREKGIFKLVDSKAVSKLWG
KHKNKPDMNYETMGRALRYYYQRG
ILAKVEGQRLVYQFKDMPKNIVVIDD
DKSETCPEDLAAAADDKSLERVSLS
IAESLLKAATAVRGGKNSSPLNCSRA
EKGVARVVNITSPTHDGSSRSPTTTA
PVSAAAAPRTVRVAMQVPVVMTSLG
QKISAVAVQSVNAGTGSPLITSTSPA
SASSPKVVIQTVPTVMPASTENGDRI
' TMQPAKIITIPATQLAQCQLQAKSNL
' TGSGSINIVGTPLAVRALTPVSIAHGT
PVMRLSVPAQQASGQTPPRVISALLK
GPEGKSEAKKQEHDVKTLQLVEEKG
IADGNKTVTHVVVVSAPSAIALPVTM

KTEGLVTCEK




