UniprotKB Entry organism [full name oglcnacscore oplcnac iphosphorylation sites PMIDS |[sequence intracellular |extracellular |cytosol nucleus mitochndrion en(!oplasmlc golgi [plasma eXtI:acelh
ID name sites reticulum |apparatus| membrane region
Q9JHW1 CBPD_RAT |Rattus Carboxypeptidase |23.439218 NaN T265;S270;S1356;S1359;T1366;T13 |38843836 MASGWDERPPWRLESLRLLPPPPLL |True True 1.1 5.0 0.981 1.204 5.0 3.709 3.642
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LLLLLLRSSAQAAHIKKAEATTTTVG
GSEAAEGQFDHYYHEAALGEALEAA
IAAAGPPGLARLFSIGNSVEGRPLWV
LRLTAGLGPPPTPAAVGLDAAGPLLP
GRPQVKLVGNMHGDETVSRQVLVY
LARELASGYRRGDPRLVRLLNTTDV
'YLLPSLNPDGFERAREGDCGLGDSG
PPGTSGRDNSRGRDLNRSFPDQFST
GEPPSLDEVPEVRALIDWIRRNKFVL
SGNLHGGSVVASYPFDDSPEHKTTG
IYSKTSDDEVFRYLAKAYASNHPIMR
TGEPHCPGDEEETFKDGITNGAHWY
DVEGGMQDYNYVWANCFEITLELS
CCKYPPASQLRQEWENNRESLITLIE
KVHIGIKGFVKDSVTGSGLENATISV
IAGINHNITTGRFGDFHRLLIPGSYNL
TAVSPGYMPLTINNIVVKEGPATEID
FSLQPTVMSVVPDSTEAVTTPGTVAV
PNIPPGTPSSHQPIQPKDFHHHHFP
DMEIFLRRFANEYPNITRLYSLGKSV
ESRELYVMEISDNPGVHEPGEPEFK
YIGNMHGNEVVGRELLLNLIEYLCK
NFGTDPEVTDLVRSTRIHLMPSMNP
DGYEKSQEGDSISVVGRNNSNNFDL
NRNFPDQFVPITDPTQPETIAVMSW
VKAYPFVLSANLHGGSLVVNYPYDD
NEQGVATYSKSPDDAVFQQIALSYSK
ENSQMFQGRPCKDMYLNEYFPHGI
TNGASWYNVPGGMQDWNYLQTNC
FEVTIELGCVKYPFEKELPKYWEQN
RRSLIQFMKQVHQGVKGFVLDATDG
RGILNATLSVAEINHPVTTYKAGDYW
RLLVPGTYKITASARGYNPVTKNVTV
RSEGAIQVNFTLVRSSTDANNESKK
GKGHSTSTDDTSDPTSKEFEALIKHL
SAENGLEGFMLSSSSDLALYRYHSY
KDLSEFLRGLVMNYPHITNLTTLGQ
SVEYRHIWSLEISNKPNISEPEEPKIR
FVAGIHGNAPVGTELLLALAEFLCLN
'YKKNPVVTQLVDRTRIVIVPSLNPDG
RERAQEKDCTSKTGHTNARGRDLD
TDFTSNASQPETKAIIENLIQKQDFS
LSIALDGGSVLVTYPYDKPVQTVENK
ETLKHLASLYANNHPSMHMGQPSC
PNNSDENIPGGVMRGAEWHSHLGS
MKDYSVTYGHCPEITVYTSCCYFPSA
IAQLPALWAENKKSLLSMLVEVHKG
'VHGLVKDKTGKPISKAVIVLNEGIRV
HTKEGGYFHVLLAPGVHNINAIADG
'YQQQHSQVFVHHDAASSVVIVFDTD
NRIFGLPRELVVTVSGATMSALILTA
CIIWCICSIKSNRHKDGFHRLRQHH
DEYEDEIRMMSTGSKKSLLSHEFQD
ETDTEEETLYSSKH




