UniprotkB Entry name organism full oglcnacscore oplcnac p.h osphorylation PMIDS sequence intracellular|extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi plasma extx:acellulm
ID name sites  |[sites reticulum |apparatus membrane region
Q9JI91 IACTN2_MOUSE [Mus Alpha- |29.151474 NaN T237 36288343;39927985;37507081 MNQIEPGVQYNYVYDEDEYMIQEEE [False False 2.718 [1.578 [0.719 False False 2.0 False

musculus

actinin-
2

IWDRDLLLDPAWEKQQRKTFTAWCN
SHLRKAGTQIENIEEDFRNGLKLML
LLEVISGERLPKPDRGKMRFHKIAN
IVNKALDYIASKGVKLVSIGAEEIVDG
NVKMTLGMIWTIILRFAIQDISVEET
SAKEGLLLWCQRKTAPYRNVNIQNF
HTSWKDGLGLCALIHRHRPDLIDYS
KLNKDDPIGNINLAMEIAEKHLDIPK
MLDAEDIVNTPKPDERAIMTYVSCF
YHAFAGAEQAETAANRICKVLAVNQ
ENERLMEEYERLASELLEWIRRTIP
WLENRTPEKTMQAMQKKLEDFRDY
RRKHKPPKVQEKCQLEINFNTLQTK
LRISNRPAFMPSEGKMVSDIAGAWQ
RLEQAEKGYEEWLLNEIRRLERLEH
LAEKFRQKASTHETWAYGKEQILLQ
KDYESASLTEVRALLRKHEAFESDLA
IAHQDRVEQIAAIAQELNELDYHDAV
NVNDRCQKICDQWDRLGTLTQKRR
EALERTEKLLETIDQLHLEFAKRAAP
FNNWMEGAMEDLQDMFIVHSIEEIL
QSLITAHEQFKATLPEADGERQSILA
IQNEVEKVIQSYSIRISSSNPYSTVTM
DELRNKWDKVKQLVPVRDQSLQEE
LARQHANERLRRQFAAQANAIGPWI
QNKMEEIARSSIQITGALEDQMNQL
KQYEHNIINYKNNIDKLEGDHQLIQ
EALVFDNKHTNYTMEHIRVGWELLL
TTIARTINEVETQILTRDAKGITQEQ
MNEFRASFNHFDRRKNGLMDHED
FRACLISMGYDLGEAEFARIMTLVDP
NGQGTVTFQSFIDFMTRETADTDTA
EQVIASFRILASDKPYILAEELRRELP
PDQAQYCIKRMPPYSGPGSVPGALD
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