}J];l iprotKB Entry name organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi - extl:acellular
sites sites reticulum apparatus membrane region
Q9JIB4 TF2H2 _MOUSE Mus General 38.223321 NaN T95 40997131 MDEEPERTKRWEGGYERTWEILKE (True False 0.644 [4.683 |0.619 False False 0.576 0.626
musculus [transcription DETGSLKATIEDILFKAKRKRVFEHH
factor ITH GQVRLGMMRHLYVVVDGSRTMED
subunit 2 QDLKPNRLTCTLKLLEYFVEEYFDQ

NPISQIGIIVTKSKRAEKLTELSGNPR
KHITSLKKAVDMTCHGEPSLYNSLS
MAMQTLKHMPGHTSREVLIIFSSLT
TCDPSNIYDLIKTLKTAKIRVSVIGLS
AEVRVCTVLARETGGTYHVILDETHY
KELLAHHVSPPPASSSSECSLIRMGF
PQHTIASLSDQDAKPSFSMAHLDNN
STEPGLTLGGYFCPQCRAKYCELPVE
CKICGLTLVSAPHLARSYHHLFPLDA
FQEISLEEYKGERFCYGCQGELKDQ
HVYVCTVCQNVFCVDCDVFVHDSL
HCCPGCIHKIPTPSGI




