}Jl;l iprotkB Entry name organism full oglcnacscore oglcnac iphosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enqoplasmlc golgi pL
name sites reticulum |apparatus|m¢
Q9JIH2 NUP50_MOUSE [Mus Nuclear 50.634441 S284;S299 S52;5208;5234;T246;5268;5294 |22645316;34887587;40885482;251 |MAKRVAEKELTDRNWDEEDEVEEM [True False 2.399 |5.0 1.036 1.315 0.867 1.(
musculus |pore 53642;28528544;28135057;291877 |GTFSVASEEVMKNRAVKKAKRRNV
complex 34;40997131 GFESDSGGAFKGFKGLVVPSGGGGF
protein SGFGGSGGKPLEGLTNGNSTDNATP
Nup50 FSNVKTAAEPKAAFGSFAVNGPTTL

IVDKKISSPKCNNSNQPPSSGPASST
IACPGNAYHKQLAGLNCSVRDWIVK
HVNTNPLCDLTPIFKDYERYLATIEK
QLENGGGSSSESQTDRATAGMEPPS
LFGSTKLQQESPFSFHGNKAEDTSE
KVEFTAEKKSDAAQGATSASFSFGK
KIESSALGSLSSGSLTGFSFSAGSSSL
FGKDAAQSKAASSLFSAKASESPAG
GGSSECRDGEEEENDEPPKVVVTEV
KEEDAFYSKKCKLFYKKDNEFKEKG
IVGTLHLKPTATQKTQLLVRADTNLG
NILLNVLIAPNMPCTRTGKNNVLIVC
VPNPPLDEKQPTLPATMLIRVKTSED
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