endoplasmic |golgi 1 extracellul

}Jl;l iprotKB Entry name |organism full oglcnacscore oglcnac phosphorylation 1y g sequence intracellular [extracellular [cytosol nucleus |mitochndrion |~ . R
name sites  [sites reticulum |apparatusmembrane [region
QIJII6 IAK1A1 _MOUSE Mus )Aldo-keto [23.237339 NaN S4;S38;S211 37453647;37507081;36288343 MTASSVLLHTGQKMPLIGLGTWKSE [True True 5.0 2.466 2.08 1.439 0.54 5.0 1.51
musculus |reductase PGQVKAAIKHALSAGYRHIDCASVYG
family 1 NETEIGEALKESVGSGKAVPREELFV
member TSKLWNTKHHPEDVEPALRKTLADL
Al QLEYLDLYLMHWPYAFERGDNPFPK

NADGTVRYDSTHYKETWKALEVLVA
KGLVKALGLSNFNSRQIDDVLSVAS
VRPAVLQVECHPYLAQNELIAHCHA
RGLEVTAYSPLGSSDRAWRHPDEPV
LLEEPVVLALAEKHGRSPAQILLRW
QVQRKVICIPKSINPSRILQNIQVFDF
' TFSPEEMKQLDALNKNWRYIVPMIT
IVDGKRVPRDAGHPLYPFNDPY




