
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnac
sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

0

Q9JIK5 DDX21_MOUSE Mus
musculus

Nucleolar
RNA
helicase
2

44.085856 NaN S7;S13;S118;S144;S155;S181;S192;
S218;S236;S243;S244;S245;T368;S
639

22645316;29187734;28528544;348
87587;24788674;21540332;396276
09;37507081

MPGKLRSGAKLGSDGAEESMETLPK
PSEKKTRKEKTKSKTEEATEGMEEA
VSSKAKKTNKKGPSEDDVDPPKSRK
AKKQEEEPQDDTASTSKTSKKKKEP
LEKQADSETKEIITEEPSEEEADMPK
PKKMKKGKEANGDAGEKSPKLKNG
LSQPSEEEADIPKPKKMKKGKEANG
DAGEKSPKLKNGLSQPSEEEVDIPKP
KKMKKGKEASGDAGEKSPRLKDGL
SQPSEPKSNSSDAPGEESSSETEKEI
PVEQKEGAFSNFPISEETVKLLKARG
VNFLFPIQAKTFHHVYSGKDLIAQAR
TGTGKTFSFAIPLIEKLQGGLQERKR
GRAPQVLVLAPTRELANQVSKDFSDI
TKKLSVACFYGGTPYGGQIERMRSGI
DILVGTPGRIKDHLQNGKLDLTKLK
HVVLDEVDQMLDMGFADQVEEILC
VAYKKDSEDNPQTLLFSATCPHWVF
NVAKKYMKSTYEQVDLIGKKTQKAAI
TVEHLAIKCHWTERAAVIGDVIRVYS
GHQGRTIIFCETKKDAQELSQNTCIK
QDAQSLHGDIPQKQREITLKGFRNG
NFGVLVATNVAARGLDIPEVDLVVQ
SCPPKDVESYIHRSGRTGRAGRTGV
CICFYQNKEEYQLAQVEQKAGIKFKR
IGVPSATEIIKASSKDAIRLLDSVPPTA
ISHFKQSAEKLIEEKGAVEALAAALA
HISGATSVDQRSLINSQAGFVTMILR
CSIEMPNISYAWKELKEQLGESIDAK
VKGMVFLKGKLGVCFDVRTEAVTEI
QEKWHDSRRWQLTVATEQPELEGP
PDGYRGRMGQRDGSRGAFRGQRGG
SRNFRGQGQRGGSRNFRGQRPGGG
NRGQKRSFSKAFGQ

True False 5.0 4.662 5.0 1.282 0.763


