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Entry
name organism full	name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q9JIS1 RIMS2_RAT Rattus
norvegicus

Regulating
synaptic
membrane
exocytosis
protein	2

23.439218 NaN S369;T611;S713;S716;S1106;S1200
;S1276;S1540;S1543

38843836 MSAPLGPRGRPAPTPAASQPPPQPE
MPDLSHLTEEERKIIQAVMDRQKKE
EEKEQSVLKKLHQQFEMYKEQVKK
MGEESQQQQEQKGDAPTCGICHKT
KFADGCGHNCSYCQTKFCARCGGR
VSLRSNKVMWVCNLCRKQQEILTKS
GAWFYNSGSNTPQQPDQKALRGLR
SEEAPQEKKAKLHEQTQFQGPPGDS
SVPAVERGRAHGLTRQDSIKNGSGM
KHQIASDMPSDRKRSPSVSRDQNRR
YDQSEEREEYSQYVPSDSTMPRSPS
DYADRRSQREPQFYEEPDHLNYRDS
NRRGHRHSKEYIVDDEDVESRDEYE
RQRREEEYQARYRSDPNLARYPVKP
QPYEEQMRIHAEVSRARHERRHSDV
SLANAELEDSRISLLRMDRPSRQRS
VSERRAAMENQRSYSMERTREAQG
QSSYPQRTTNHSPPTPRRSPIPLDRP
ELRRADSLRKQHHLDPSSAVRKTKR
EKMETMLRNDSLSSDQSESVRPPPP
RPHKSKKGGKMRQVSLSSSEEELAS
TPEYTSCDDVEIESESVGEKGDMEY
SWLEHASWHSSEASPMSLHPVTWQ
PSKDGDRLIGRILLNKRLKDGSVPRD
SGAMLGLKVVGGKMTESGRLCAFIT
KVKKGSLADTVGHLRPGDEVLEWN
GRLLQGATFEEVYNIILESKPEPQVE
LVVSRPIGDMPRIPDSTHAQLESSSS
SFESQKMDRPSISVTSPMSPGMLRD
VPQFLSGQLSSQSLSRRTTPFVPRVQ
IKLWFDKVGHQLIVTILGAKDLPSRE
DGRPRNPYVKIYFLPDRSDKNKRRT
KTVKKTLEPKWNQTFIYSPVHRREF
RERMLEITLWDQARVREEESEFLGE
ILIELETALLDDEPHWYKLQTHDVSS
LPLPHPSPYMPRRQLHGESPTRRLQ
RSKRISDSEVSDYDCEDGVGVVSDY
RHDGRDLQSSTLSVPEQVMSSNHC
SPSGSPHRVDVIGRTRSWSPSVPPPQ
RNVEQGLRGTRATGHYNTISRMDR
HRVMDDHYSSERDSHFLTLPRSRH
RQTSEHHHRDGRDCEAADRQPYHR
SRSTEQRPLLERTTTRSRSSERADTN
LMRSMPSLMTGRSAPPSPALSRSHP
RTGSVQTSPSSTPVTGRRGRQLPQLP
PKGTLERMITEDMDSTRKRNSGAM
DIEERNRQMKLNKYKQVAGSDPRLE
QDYHSKYRSGWDPHRGADTVSTKS
SDSDVSDVSAVSRTSSASRFSSTSY
MSVQSERPRGNRKISVFTSKMQSRQ
MGVSGKSMAKSTSISGDMCSLEKN
DGSQSDTAVGALGTSGKKRRSSIGA
KMVAIVGLSRKSRSASQLSQTEGGG
KKLRSTVQRSTETGLAVEMRNWMT
RQASRESTDGSMNSYSSEGNLIFPG
VRLASDSQFSDFLDGLGPAQLVGRQ
TLATPAMGDIQVGMMDKKGQLEVEI
IRARGLVVKPGSKTLPAPYVKVYLLD
NGVCIAKKKTKVARKTLEPLYQQLLS
FEESPQGKVLQIIVWGDYGRMDHKS
FMGVAQILLDELELSNMVIGWFKLF
PPSSLVDPTLAPLTRRASQSSLESST
GPSYSRS

False False 1.819 3.424 1.045 0.756 0.564 3.563 1.022


