UniprotKB Entry name |organism full name oglcnacscore oglcnac p‘h osphorylation PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extr.'acellular

ID sites sites reticulum apparatus membrane [region

QI9JJL8 SYSM_MOUSE |Mus Serine--tRNA [25.643919 NaN NaN 28135057  MAASMARLWWPFLARQGLRSRGRC [True False 3.57 1.723 |5.0 1.146 0.641 1.182 1.211
musculus [ligase, IVCSQNPRRSFATEKRVRNLLYEHAR

mitochondrial

EGYSELPYLDMESVCACPEKAARSL
ELRKGELRPADLPAIISTWQELRQLR
EQIRSLEAEKEAVAEAVRALLANQDS
DQVQKDPQYQGLRARGREIRKQLTP
LYPQETQLEEQLYQQALRLPNQTHP
DTPVGDESQARVVRVVGEKPAFSFQ
PRGHLEIGEKLDIIRQKRLSHVSGHR
SYYLRGAGALLQHGLVNFTLSKLVS
RGFTPMTVPDLLRGAVFEGCGMTP
NANPSQIYNIDPSRFEDLNLAGTAEV
GLAGYFMDHSVAFRDLPVRMVCAS
TCYRAETDTGKEPWGLYRVHHFTKV
EMFGVTGPGLEQSSQLLDEFLSLQV
EILTELGLHFRVLDMPTQELGLPAYR
KFDIEAWMPGRGRYGEVTSASNCTD
FQSRRLYIMFETETGELQFAHTVNA
TACAVPRVLIALLESNQQKDGSVLVP
IAALQPYLGTDRITAPTHVPLQYIGPN

QPQKPRLPGQSATR




