UniprotKB Entry name |organism full name [oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular [extracellular [cytosol nucleus mitochndrion em.ioplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
Q9JK30 ORC3 MOUSE |Mus Origin 36.83566 T10 S523;S522 40885482 MHTGPRTMATSSVSKGCFVFKPDFK [True False 1.302 [4.49 1.365 False False 0.74 0.504
musculus [recognition KRKVFVPIEDYFNNEELDSEDSKLR
complex FETYSLLWQRMKSETEQLQEELNE
subunit 3 NLFDNLVDFLQKSHPEFQKNSRDW

GSQMKFREIPTAALILGVNVTDHDVI
LRSLTETLQNNVTPYVVSLQAKDCP
DVKHFLQKFTSQLMDCCVDRHSKE
VISGKALKKTNYSMDSLCSWYSAVT
QKADHKVTIKKRTASGHWRSPPVVL
ILKSMESFTSKVLQDFITISSQHLHE
FPLILIFGIATSPVIIHRLLPHSVSSLL
CVELFQSLSCEQHLTVVLDKLLLTPQ
FPFKLSKKALQVLTNIFLYHDFSIQS
FIKGIKLSLLEHFYSQPLSVLCCDLSE
AKKRVNVFSVSQCENIRRLPSFRRY
VENQPLGKQVALLTNETFLKEKTQS
LLEDLHVYHINYFLVLRCLHNFTSSL
PKYPLGRQIRELYCTCLEKKIWDSEE
'YKSALQLLRMLAKDELVSILQRCIEV
LDSSTEKQLGNTTQKIKDFLTQFQN
LDADSKEEEDACGSQPKGLQKTDLY
HLQKSLLEMKELRRTKKPTKFEMLR
ENVMNFIDNLVRDYLLPPESQPLHE
VVYFSAANTLREHLNAAPRIALHTAL
NNPYYYLKNEELEGCIPNTAPDICIA
YKLHLECSLLINLVDWAEAFATVVTA
AEKMDANSTVSEEMSEVIHARFIRA
VSELELLGFIKPTKQKTDHVARLTW
GGC




