UniprotKB Entry organism [full name oglcnacscore oplcnac phosphorylation sites PMIDS [sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi plasma extn:acel]

ID name sites reticulum |apparatus membrane fregion

Q9JKA9 HCN2_RAT [Rattus Potassium/sodium [23.439218 NaN S119;S134;S641;S726;S743;S750;S |38843836 MDARGGGGRPGDSPGATPAPGPPPP |False True 0.835 [0.978 |0.791 0.849 False 5.0 0.92
norvegicus hyperpolarization- 757;S840;S842;S847 PPPPAPPQPQPPPAPPPNPTTPSHPE

activated cyclic
nucleotide-gated
channel 2

SADEPGPRSRLCSRDSSCTPGAAKG
GANGECGRGEPQCSPEGPARGPKVS
FSCRGAASGPAAAEEAGSEEAGPAG
EPRGSQASFLQRQFGALLQPGVNKF
SLRMFGSQKAVEREQERVKSAGAWI
THPYSDFRFYWDFTMLLFMVGNLIII
PVGITFFKDETTAPWIVFNVVSDTFF
LMDLVLNFRTGIVIEDNTEIILDPEKI
KKKYLRTWFVVDFVSSIPVDYIFLIVE
KGIDSEVYKTARALRIVRFTKILSLLR
LLRLSRLIRYIHQWEEIFHMTYDLAS
AVMRICNLISMMLLLCHWDGCLQF
LVPMLQDFPSDCWVSINNMVNHS
'WSELYSFALFKAMSHMLCIGYGRQA
PESMTDIWLTMLSMIVGATCYAMFI
GHATALIQSLDSSRRQYQEKYKQVE
QYMSFHKLPADFRQKIHDYYEHRYQ
GKMFDEDSILGELNGPLREEIVNFN
CRKLVASMPLFANADPNFVTAMLTK
LKFEVFQPGDYIIREGTIGKKMYFIQ
HGVVSVLTKGNKEMKLSDGSYFGEI
CLLTRGRRTASVRADTYCRLYSLSVD
NFNEVLEEYPMMRRAFETVAIDRLD
RIGKKNSILLHKVQHDLSSGVFNNQ
ENAIIQEIVKYDREMVQQAELGQRV
GLFPPPPPPQVTSAIATLQQAVAMSF
CPQVARPLVGPLALGSPRLVRRAPPG
PLPPAASPGPPAASPPAAPSSPRAPR
TSPYGVPGSPATRVGPALPARRLSRA
SRPLSASQPSLPHGAPAPSPAASARP
ASSSTPRLGPAPTTRTAAPSPDRRDS
ASPGAASGLDPLDSARSRLSSNL




