UniprotKB Entry name organism full name |oglcnacscore oplcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi plasma e’m:ac‘
ID sites sites reticulum |apparatus membrane region
Q9JKP5 MBNL1_MOUSE [Mus Muscleblind-|35.900339 NaN T6 25153642;39927985;28528544 MAVSVTPIRDTKWLTLEVCREFQRG [True False 2.731 [5.0 False False False 0.497 0.656

musculus |[like protein TCSRPDTECKFAHPSKSCQVENGRV
1

IACFDSLKGRCSRENCKYLHPPPHL
KTQLEINGRNNLIQQKNMAMLAQQ
MQLANAMMPGAPLQPVPMFSVAPS
LATSASAAFNPYLGPVSPSLVPAEILP
TAPMLVTGNPGVPVPAAAAAAAQKL
MRTDRLEVCREYQRGNCNRGENDC
RFAHPADSTMIDTNDNTVTVCMDYI
KGRCSREKCKYFHPPAHLQAKIKAA
QYQVNQAAAAQAAATAAAMGIPQAV
LPPLPKRPALEKTNGATAVFNTGIFQ
YQQALANMQLQQHTAFLPPGSILCM
TPATSVDTHNICRTSD




