
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnac	sites phosphorylation

sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

0

Q9JL19 NCOA6_MOUSE Mus
musculus

Nuclear
receptor
coactivator
6

58.276193 S1549;S1644;S1676;S1723;T1922 S888;S2022 22517741;40885482;26192747;368
52467;35822049

MVLDDLPNFEDIYTSLCSSTMGDSE
VEFDSGLEDDDTKGDSILEDSTIFVA
FKGNIDDKDFKWKLDAILKNVPNLL
HMESSKLKVQKVEPWNSVRVTFNIP
REAAERLWILAQSNNQQLRDLGILS
VQIEGEGAINLALGQNRSQDVRMN
GPVASGNSVRMEAGFPMASGPGLIR
MTSPAAVMTPQGGNMSSSMMAPG
PNPELQPRTPRPASQSDAMDPLLSG
LHIQQQSHPSGSLPPAHHSMQPVPV
NRQMNPANFPQLQQQQQQQQQQQ
QQQQQQQQQQQQQQQQQQQLQTR
PLQQHQQQPQGIRPQFTAPTQVPVP
PGWNQLPSGALQPPPAQGSLGTMTT
NQGWKKAPLPSPMQAQLQARPSLA
TVQTPSHPPPPYPFGSQQASQAHTN
FPQMSNPGQFTAPQMKGLQGGPSR
VPTPLQQPHLTNKSPASSPSSFQQG
SPASSPTVNQTQQQMGPRPPQNNP
LSQGFQQPVSSPGRNPMVQQGNVP
PNFMVMQQQPPNQGPQSLHPGLG
GMPKRLPPGFSAGQANPNFMQGQV
PSTTAATPGNSGALQLQANQNVQHA
GGQGAGPPQNQMQVSHGPPNMMQ
PSLMGIHGNINNQQAGSSGVPQVTL
GNMQGQPQQGPPSQLMGMHQQIV
PSQGQMAQQQGTLNPQNPMILSRA
QLMPQGQMMVNAQNQNLGPSPQR
MTPPKQMLPQQGPQMMAPHNQM
MGPQGQVLLQQNPMIEQIMTNQM
QGNKAQFNSQNQSNVMPGPAQIMR
GPTPNMQGNMVQFTGQMSGQMLP
QQGPVNNSPSQVMGIQGQVLRPPG
PSPHMAQQHTDPVTTANNDVNLSQ
MMPDVSMQQASMVPPHVQSMQGN
SASGSHFSGHGVSFNAPFGGAPNGS
QMSCGQNPGFPVNKDVTLTSPLLV
NLLQSDISAGHFGVNNKQNNTNAN
KPKKKKPPRKKKNCHQDLNTPDNR
PTGLEEVDQQSLPGEQGINLDTTGP
KLPDFSNRPPGYPTQPVEQRPLPQM
PPQLMQHVAPPPQPPQQQPQPQLP
QQQQPPPPSQPQSQQQQQQQQMM
MMLMMQQDPKSIRLPVSQNVHPPR
GPLNPDSQRMPVQQSGNVPVMVGL
QGPASVPPSPDKQRMPMSVNTPMG
SNSRKMVYQENPQNSSSSPLGEMS
SLPEASGSEVPSVAGGPNNMPSHLV
VSQNQLMMTGPKPGPSPLSATQGA
TPQQPPVNSLPSSHGHHFPNVAAPT
QTSRPKTPNRASPRPYYPQTPNNRP
PSTEPSEISLSPERLNASIAGLFPPQI
NIPLPPRPNLNRGFDQQGLNPTTLK
AIGQAPSNLTITNPPNFAAPQAHKLD
SVVVNSGKQSNPGTTKRASPSNSRR
SSPGSSRKTTPSPGRQNSKAPKLTLA
SQTSTTMLQNMELPRNVLVGPTPLA
NPPLPGSFPNNTGLNPQNPTVPVPA
MGTVLEDNKESVNIPQDSDCQNAQ
GRKEQVNTELKVVPTQEAKMAVPED
QSKKDGQPLDPNKLPSVEENKNLM
SPAMREAPTSLSQLLDNSGAPNVTI
KPPGLTDLEVTPPVVSGEDLRKASVI
PTLQDPPSKEPSTSLSSPHSSEPCST
LARSELSEVSSNAAPSIPPVMSRPVS
SSSISTPLPPNQITVFVTSNPITTSSN
TSAALPTHLQSALMSTVVTMPNVGN
KVMVSEGQSAAQSNARPQFITPVFI
NSSSIIQVMKGSQPSTIPATPLTTNS
GLMPPSVAVVGPLHIPQNIKFSSAPV
TPNVPSSSPAPNIQTGRPLVLSSRAT
PVQLPSPPCTSSPVVAPNPSVQQVKE
LNPDEASPQTNTSADQSTLPPSQPTT
VVSSLLTNSPGSSANRRSPVSSSKGK
GKVDKIGQILLTKACKKVTGSLEKGE
EQYGADGETEGPGLEITTPGLMGTE
QCSTELDSKTPTPSAPTLLKMTSSP
MAPSSTSTGPILPGGALPTSVRSIVTT
LVPSELISTAPTTKGNHGGVTSEPLA
GGLVEEKVGSHPELLPSIAPSQNLAP

True False 3.473 5.0 1.424 1.017 0.556



KETPATALQGSVARPELEANAAIASG
QSCEPKEIVEKSKTLTSRRNSRTEEP
TMASESVENGHRKRSSRPASASSST
KDITGAVQSKRRKSK


