UniprotKB Entry name organism [full name [oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular |cytosol nucleus mitochndrion em:loplasmlc golgi plasma extl.'acellular
ID sites sites reticulum apparatus membrane [region
Q9JLC4 SORC1_MOUSE Mus 'VPS10 24.474581 NaN NaN 33300544 |MGKVGAGDGSSAGLSALLAGAGLL |None None None |None None None None None None
musculus |domain- MLLAPGVCSSLSCCPPQHPSSTPRR
containing TLTPRGFPHPGPLGRAPATPPPLFM
receptor RPLFAVAPGDRALFLERAGGSRVSV
SorCS1 ATAARSGRRRRSGTEPEKIEPGEGAS

RSRRDMLKDGGQQGLGTGARDPGK
ATRFRMEELRLTSTTFALTGDSAHN
QAMVHWSGHNSSVILILTKLYDYNL
GSITESSLWRSTDYGTTYEKLNDKV
GLKTILSYLYVCPTNKCKIMLLTDPEI
ESSLLISSDEGATYQKYRLNFYLQSL
LFHPKQEDWILAYSQDQKLYSSAEF
GRRWQLIQESVVPNRFYWSVMGSS
KEPDLVHLEARTVDGHSIYLTCRMQ
NCTEANRNKPFPGYIDPDSLIVQDDY
VFVQLTSGGRPHYYVSYRRSPFAQM
KLPKYALPKDMHVISTDENQVFAAV
QEWNQNDTYNLYISDTRGVYFTLAL
ENVRSSRGPEGNVMIDLYEVAGIKG
MFLANKKIDNQVKTFITYNKGRDWR
LLQAPDADLRGDPVHCLLPYCSLHL
HLKVSENPYTSGIIASRDTAPSIIVAS
GNIGSELSDSDISMFVSSDAGNTWR
QIFEEEHSILYLDQGGVLVAMKHTSL
PIRHLWLSFDEGRSWSKYSFTSIPLF
VDGVLGEPGEETLIMTVFGHFSHRS
EWQLVKVDYKSIFDRRCAEEDYRPW
QLHSQGEACIMGAKRIYKKRKSERK
CMQKYAGAMESEPCVCTEADFDCD
YGYERHSNGQCLPAFWFNPSSLSKD
CSLGQSYLNSAGYRKVVSNNCTDGV
REQYTAKPQKCPGKAPRGLRIVTAD
GKLTAEQGHNVTLMVQLEEGDVQR
TLIQVDFGDGIAVSYVNLSSMEDGIK
HVYQNVGIFRVTVQVDNSLGSDSAV
LYLHVTCPLEHVHLSLPFVTTKNKE
VNATAVLWPSQVGTLTYVWWYGNN
TEPLITLEGSISFKFTSEGMNTITVQV
SAGNAILQDTKTIAVYEEFRSLRLAF
SPNLDDYNPDIPEWRRDISRVIKKSL
VEATGIPSQHILVAVLPGLPTAAELFV
LPYQDGTRENKRSPEDLEQISEVLIH
KLNQNLVHFELKPGVQVLVHAAHLT
AAPLVDLTPTHSGSAMLMLLSVVFV
GLAVFVIYKFKRRVALPSPPSPSAQP
GDSSLRLQRPRPATPPSSPKRGSAGA
QFAI




