}Jl;l iprotKB Entry name |organism full oglcnacscore oglcnac sites  [phosphorylation sites PMIDS sequence intracellular [extracellular cytosol [nucleus mitochndrion | .. ic|golg
name reticulum appa
Q9JLQ2 GIT2_MOUSE [Mus IARF 32.046191 S500;T504;S505[S393;5S396;T400;S508;S511;S519;T |36852467;39627609;30059200;400 [MSKRLRSSDVCADCNGPDPSWASV |False False 2.398 [3.406 |False False False
musculus |GTPase- 536;S563 21952 NRGTFICDECCSVHRSLGRHISQVR
activating HLKHTAWPPTLLQMVETLYNNGAN
[protein SIWEHSLLDPASIMSGRRKANPQDK
GIT2

VHPNKAEFIRAKYQMLAFVHRLPCR
EDDSVTAKDLSKQLHSSVRTGNLET
CLRLLSLGAQANFFHPEKGSTPLHV
IASKAGQILQAELLAVYGADPGTQDSS
GKTPVDYARQGGHHELAERLIEIQYE
LTDRLAFYLCGRKPDHKSGQHFLIP
QRADSLDLSELAKAAKKKLQSLSNH
LFEELAMDVYDEVDRRETDAVWLAT
QNHSTLVTETTVVPFLPVNPEYSSTR
NQGRQKLARFNAHEFATLVIDILSD
IAKRRQQGSPLSRSKDNVELILRTVST
QHSTESQDNDQPDYDSVASDEDTD
VETRASKANRQKLQTLQSENSSLRR
QATASACQVQTGSDHKDTASHSSLK
RRPSARGSRPMSMYETGSGQKPYLP
MGEASHPEESRTRLQPFPTHIGRSA
LVTSSSSLPSFPSTLSWSRDESARRA
SRLEKQNSTPESDYDNTACDPEPDD
TGSTRKGRQRSMLWQGDGLLPDTA
EPHSVPSPTLPSTEDVIRKTEQITKNI
QELLRAAQENKHDSYIPCSERIHVAV
TEMAALFPKKPKSDTVRTSLRLLTSS
IAYRLQSECRKALPGDSSLPTDVQLVT
QQVIQCAYDIAKAAKQLVTITTKENS
S




