UniprotKB Entry organism (full name oglcnacscore o-glcnac iphosphorylation sites PMIDS [sequence intracellular |extracellular |cytosol nucleus mitochndrion en(!oplasmlc golgi [plasma extx:acel]
ID name sites reticulum |apparatus| membrane region
Q9JLS3 'TAOK2_RAT [Rattus Serine/threonine-|23.439218 NaN S9;S181;S416;5658;S777;S825;S82 (38843836 MPAGGRAGSLKDPDVAELFFKDDPE |False False 3.519 [2.744 |0.902 0.721 0.51 3.16 0.9

morvegicus

protein kinase
TAO2

7;51038

KLFSDLREIGHGSFGAVYFARDVRN
SEVVAIKKMSYSGKQSNEKWQDIIK
EVRFLQKLRHPNTIQYRGCYLREHT
IAWLVMEYCLGSASDLLEVHKKPLQE
IVEIAAVTHGALQGLAYLHSHNMIHR
DVKAGNILLSEPGLVKLGDFGSASIM
IAPANSFVGTPYWMAPEVILAMDEGQ
YDGKVDVWSLGITCIELAERKPPLFN
MNAMSALYHIAQNESPALQSGHWS
EYFRNFVDSCLQKIPQDRPTSEVLLK
HRFVLRERPPTVIMDLIQRTKDAVRE
LDNLQYRKMKKILFQEAPNGPGAEA
PEEEEEAEPYMHRAGTLTSLESSHS
IVPSMSISASSQSSSVNSLADASDNE
EEEEEEEEEEEEEEEEGPESREMA
MMQEGEHTVTSHSSIIHRLPGSDNL
'YDDPYQPEMTPGPLQPPAAPPTSTSS
SSARRRAYCRNRDHFATIRTASLVSR
QIQEHEQDSALREQLSGYKRMRRQ
HQKQLLALESRLRGEREEHSGRLQR
ELEAQRAGFGTEAEKLARRHQAIGE
KEARAAQAEERKFQQHILGQQKKEL
IAALLEAQKRTYKLRKEQLKEELQEN
PSTPKREKAEWLLRQKEQLQQCQAE
EEAGLLRRQRQYFELQCRQYKRKML
LARHSLDQDLLREDLNKKQTQKDLE
CALLLRQHEATRELELRQLQAVQRT
RAELTRLQHQTELGNQLEYNKRREQ
ELRQKHAAQVRQQPKSLKVRAGQLP
MGLPATGALGPLSTGTLSEEQPCSS
GQEAILGQRMLGEEEEAVPERMILG
KEGTTLEPEEQRILGEEMGTFSSSP
QKHRSLVNEEDWDISKEMKESRVP
SLASQERNIIGQEEAGAWNLWEKEH
GNLVDMEFKLGWVQGPVLTPVPEE
EEEEEEEGGAPIGTPRDPGDGCPSP
DIPPEPPPSHLRQYPASQLPGFLSHG
LLTGLSFAVGSSSGLLPLLLLLLLPLL
IAAQGGGGLQAALLALEVGLVGLGAS
YLFLCTALHLPPSLFLLLAQGTALGA
IVLSLSWRRGLMGVPLGLGAAWLLA
IWPSLALPLAAMAAGGKWVRQQGPQ
MRRGISRLWLRVLLRLSPMVFRALQ
GCAAVGDRGLFALYPKTNKNGFRSR
LPVPWPRQGNPRTTQHPLALLARVW
IALCKGWNWRLARASHRLASCLPPW
IAVHILASWGLLKGERPSRIPRLLPRS
QRRLGLSASRQLPPGTVAGRRSQTR
RALPPWR




