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Entry
name organism full	name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q9JLS3 TAOK2_RAT Rattus
norvegicus

Serine/threonine-
protein	kinase
TAO2

23.439218 NaN S9;S181;S416;S658;S777;S825;S82
7;S1038

38843836 MPAGGRAGSLKDPDVAELFFKDDPE
KLFSDLREIGHGSFGAVYFARDVRN
SEVVAIKKMSYSGKQSNEKWQDIIK
EVRFLQKLRHPNTIQYRGCYLREHT
AWLVMEYCLGSASDLLEVHKKPLQE
VEIAAVTHGALQGLAYLHSHNMIHR
DVKAGNILLSEPGLVKLGDFGSASIM
APANSFVGTPYWMAPEVILAMDEGQ
YDGKVDVWSLGITCIELAERKPPLFN
MNAMSALYHIAQNESPALQSGHWS
EYFRNFVDSCLQKIPQDRPTSEVLLK
HRFVLRERPPTVIMDLIQRTKDAVRE
LDNLQYRKMKKILFQEAPNGPGAEA
PEEEEEAEPYMHRAGTLTSLESSHS
VPSMSISASSQSSSVNSLADASDNE
EEEEEEEEEEEEEEEEGPESREMA
MMQEGEHTVTSHSSIIHRLPGSDNL
YDDPYQPEMTPGPLQPPAAPPTSTSS
SSARRRAYCRNRDHFATIRTASLVSR
QIQEHEQDSALREQLSGYKRMRRQ
HQKQLLALESRLRGEREEHSGRLQR
ELEAQRAGFGTEAEKLARRHQAIGE
KEARAAQAEERKFQQHILGQQKKEL
AALLEAQKRTYKLRKEQLKEELQEN
PSTPKREKAEWLLRQKEQLQQCQAE
EEAGLLRRQRQYFELQCRQYKRKML
LARHSLDQDLLREDLNKKQTQKDLE
CALLLRQHEATRELELRQLQAVQRT
RAELTRLQHQTELGNQLEYNKRREQ
ELRQKHAAQVRQQPKSLKVRAGQLP
MGLPATGALGPLSTGTLSEEQPCSS
GQEAILGQRMLGEEEEAVPERMILG
KEGTTLEPEEQRILGEEMGTFSSSP
QKHRSLVNEEDWDISKEMKESRVP
SLASQERNIIGQEEAGAWNLWEKEH
GNLVDMEFKLGWVQGPVLTPVPEE
EEEEEEEGGAPIGTPRDPGDGCPSP
DIPPEPPPSHLRQYPASQLPGFLSHG
LLTGLSFAVGSSSGLLPLLLLLLLPLL
AAQGGGGLQAALLALEVGLVGLGAS
YLFLCTALHLPPSLFLLLAQGTALGA
VLSLSWRRGLMGVPLGLGAAWLLA
WPSLALPLAAMAAGGKWVRQQGPQ
MRRGISRLWLRVLLRLSPMVFRALQ
GCAAVGDRGLFALYPKTNKNGFRSR
LPVPWPRQGNPRTTQHPLALLARVW
ALCKGWNWRLARASHRLASCLPPW
AVHILASWGLLKGERPSRIPRLLPRS
QRRLGLSASRQLPPGTVAGRRSQTR
RALPPWR

False False 3.519 2.744 0.902 0.721 0.51 3.16 0.9


