UniprotkB Entry name |organism full oglcnacscore qglcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion | .. ic|golgi plasma extl.'acellular

1D name sites sites reticulum apparatus membrane region

Q9JLV5 CUL3_MOUSE Mus Cullin-|34.881863 NaN S585 22645316;28135057;24788674 | MSNLSKGTGSRKDTKMRIRAFPMT [True True 3.669 |[5.0 2.49 2.289 5.0 4.474 2.17
musculus (3 MDEKYVNSIWDLLKNAIQEIQRKNN

SGLSFEELYRNAYTMVLHKHGEKLY
TGLREVVTEHLINKVREDVLNSLNN
NFLQTLNQAWNDHQTAMVMIRDIL
MYMDRVYVQQNNVENVYNLGLIIFR
DQVVRYGCIRDHLRQTLLDMIARER
KGEVVDRGAIRNACQMLMILGLEGR
SVYEEDFEAPFLEMSAEFFQMESQK
FLAENSASVYIKKVEARINEEIERVM
HCLDKSTEEPIVKVVERELISKHMKT
IVEMENSGLVHMLKNGKTEDLACM
YKLFSRVPNGLKTMCECMSCYLREQ
GKALVSEEGEGKNPVDYIQGLLDLK
SRFDRFLQESFNNDRLFKQTIAGDF
EYFLNLNSRSPEYLSLFIDDKLKKGV
KGLTEQEVETILDKAMVLFRFMQEK
DVFERYYKQHLARRLLTNKSVSDDS
EKNMISKLKTECGCQFTSKLEGMFR
DMSISNTTMDEFRQHLQATGVSLG
GVDLTVRVLTTGYWPTQSATPKCNIP
PAPRHAFEIFRRFYLAKHSGRQLTLQ
HHMGSADLNATFYGPVKKEDGSEV
GVGGAQVTGSNTRKHILQVSTFQMT
ILMLFNNREKYTFEEIQQETDIPERE
LVRALQSLACGKPTQRVLTKEPKSKE
IESGHIFTVNDQFTSKLHRVKIQTVA
AKQGESDPERKETRQKVDDDRKHEI
EAAIVRIMKSRKKMQHNVLVAEVTQ
QLKARFLPSPVVIKKRIEGLIEREYLA
RTPEDRKVYTYVA




