UniprotKB Entry name organism [full name |oglcnacscore oglcnac p'h osphorylation PMIDS [sequence intracellular extracellular cytosol [nucleus jmitochndrion enc'loplasmlc golgi plasma extr'acellular
ID sites sites reticulum apparatus membrane [region
QIJM62 REEP6_MOUSE Mus Receptor [29.185005 NaN NaN 22645316 MDGLRQRFERFLEQKNVATEALGAL |False True 1.906 |2.278 [1.876 5.0 0.754 1.18 0.679
musculus |expression- EARTGVEKRYLAAGALALLGLYLLFG
enhancing IYGASLLCNVIGFVYPAYASVKAIESPS
protein 6 KEDDTVWLTYWVVYALFGLVEFFSD

LLLFWFPFYYAGKCAFLLFCMTPGP
'WNGALLLYHRVIRPLFLKHHMALDS
IAASQLSGRALDLAAGITRDVLQALAR
GRALVTPASTSEPPAALELDPK




