UniprotKB Entry name |[organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion en«%oplasmlc golgi plasma extlfacellular

ID name sites sites reticulum apparatus membrane [region

Q9JMB3 Q9JMB3_RAT Rattus NaN [28.175057 NaN NaN 18683930 MTTESGSDSESKPDQEAEPQEAAGP |None None None [None None None None None None
norvegicus QEQAGAQAAPEPAGGNVEEQPGLE

QFPEAAAHSTPVKREVSDKDRDFAA
AAAKQLEYQQFEDDKLSQKSSSSKL
SRSPLKIVKRPKSMQCKVTLLDGSEY
GCDVDKRSRGQVLFDKVCEHLNLL
EKDYFGLTYRDAENQKNWLDPAKEI
KKQIRSGAWHFSFNVKFYPPDPAQL
SEDITRYYLCLQLRDDIVSGRLPCSF
VITLALLGSYTVQSELGDYDPDECGN
DYISEFRFAPNHTKELEDKVIELHKS
HRGMTPAEAEMHFLENAKKLSMYG
VDLHHAKDSEGVEIMLGVCASGLLI
'YRDRLRINRFAWPKVLKISYKRNNFY
IKIRPGEFEQFESTIGFKLPNHRAAK
RLWKVCVEHHTFFRLLLPEAPPKKF
LTLGSKFRYSGRTQAQTRRASALIDR
PAPYFERSSSKRYTMSRSLDGASVN
ENHEIYMKDSMSAAEVGTGQYATTK
VISQTNLITTVITPEKKAEEEHVEEED
RRKKAEEATPVAALRHEGKSPGHGS
DSCPLSPPSAHLDPPSPTELRRRCKE
KERASPGSAVPRAELSSESDAQGKA
YLGDQDVAFSYRQPAGKGTTLFSFS
LQLPESFPSLLDEDGYLSFPNLSETN
LLPQSWQHFLPIRSPSLLPCFLFIFFF
LLSASFSVPYALTLSFPLALCLCFLEP
KAASLSASLDNDPSDSSEEETDSER
TDTAADGETSATESDQEEDAELKAQ
ELDKTQDELVKHQTNISELKRTFLET
STETALTNEWEKRLSTSPVRLAARQ
EDAPMIEPLVPEETKQSSGEKLMDG
SEILSLLESARKPTEFIGGVSSTTQS
WVQKLETKTETIETEVEPTPHPQPLS
TEKVLQETVLVEERHVMNVHASGD
ASHTARDDVDATESAPADRHSGNG
KEGSSVTEAAKEQRGEEADKSAPEQ
EQPATVSQEEDQVSAIHSSEGLEQK
SHFESSTVKVESISVGSVSPGGVKLE
TSTKEVPVVHTETKTITYESSQVDPG
ADLEPGVLMSAQTITSETTSTTTTTH
ITKTVKGGISETRIEKRIVITGDADID
HDQALAQAIKEAKEQHPDMSVTKVV
VHKETEITPEDGED




